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THURSDAY POSTERS 
Thursday posters should be set up 7:30  8:00 am on Thursday and 
removed 7:30  8:00 pm on Thursday.  Authors of odd numbered 
posters (i.e., 001, 003, 005) present 8:45  10:15 am on Thursday.  
Authors of even numbered posters (i.e., 002, 004, 006) present 1:30  
3:00 pm on Thursday. 
AGRICULTURE 
ThPA 001 Determination of Restricted Antibiotics in Animal 
Tissues by LC-ESI/MS/MS; Della Wai-mei Sin; Yiu-
chung Wong; Analytical & Advisory Services Division, 
Government Laboratory, Hong Kong SAR, China 
ThPA 002 Acrylamide Formation in Heated Foods; Robert A. 
Sanders; David V. Zyzak; Marko Stojanovic; Daniel H. 
Tallmadge; B. Loye Eberhart; Deborah K. Ewald; Thomas 
R. Morsch; The Procter & Gamble Company, Cincinnati, 
OH 
ThPA 003 Confirmation of Chloramphenicol and Related Drugs 
in Food Commodities using Ion Trap LC/MS; Sherri B. 
Turnipseed; Allen P. Pfenning; Joseph M. Storey; Rebecca 
H. Lee; Jose E. Roybal; Mark R. Madson; Cathy L. Burns; 
Karen S. Kreuzer; Food and Drug Administration, Denver, 
CO 
ThPA 004 Identification of Candidate Mosquito Attractants in the 
Headspace of Bovine Blood; Ulrich R Bernier1; Matthew 
M Booth2; Sandra A Allan1; Daniel L Kline1; Donald R 
Barnard1; 1United States Department of Agriculture-
Agricultural Research Service, Gainesville, FL; 
2University of Florida-Department of Environmental 
Engineering, Gainesville, FL 
ThPA 005 Identification of a Sulfonic Acid Metabolite Originating 
from an Organophosphorous Insecticide in Potato by 
ESI/MS/MS; Ronald E. Shomo, II1; Sha'aban F. 
ElNaggar1; Patrick J. Sabourin2; 1FMC Corporation, 
Princeton, New Jersey; 2Battelle Memorial Institute, 
Columbus, OH 
ThPA 006 Characterization of Wheat Glutenin Subunits by 
Proteolytic Mass Mapping with Trypsin and 
Chymotrypsin; Werner Ens1; Yuwei Qian1; Kenneth G 
Standing1; Ken Preston2; Jean Mellish2; 1Department of 
Physics and Astronomy, University of Manitoba, Winnipeg, 
Canada; 2Department of Physics and Astronomy, 
University of Manitoba, Winnipeg, Manitoba, Canada; 
3Grain Research Laboratory, Canadian Grain 
Commission, Winnipeg, Manitoba, Canada; 4Grain 
Research Laboratory, Canadian Grain Commission, 
Winnipeg, Canada 
ThPA 007 Determination of Avermectin Residues in Food 
Matrices with Liquid Chromatography/Electrospray 
Ionization Mass Spectrometry; Dayue Shang; Angelo 
DiCicco; Monica Dyck; Jagroop Dahiya; Nicole Gibbons; 
Helen Nicolidakis; Xiaoyan Jia; Health Canada, HPFB, 
Organic Residues Laboratory, Burnaby, BC, Canada 
ThPA 008 Multi-Class Method for Drug Residues in Eggs: Silica 
SPE Cleanup and LC/MS/MS Analysis of Ionophore 
and Macrolide Antibiotic Residues; Cristina B. Nochetto; 
David N. Heller; US Food and Drug Administration, 
Laurel, MD 
ThPA 009 LC/MS/MS Assay for the Simultaneous Quantitation of 
Ionophore Antibiotic Residues in Animal Tissues and 
Manure; Dayue Shang; Monica Dyck; Nicole Gibbons; 
Jagroop Dahiya; Xiaoyan Jia; Health Canada, HPFB, 
Organic Residues Laboratory, Burnaby, B.C., Canada 
ThPA 010 Association of Beer Quality and Barley Proteins using 
MALDI-TOF MS and MS/MS; Yuwei Qian1; Werner 
Ens1; Ken, G Standing1; Marta Izydorczyk2; Sharon 
Bazin2; Ken Preston2; 1Department of Physics and 
Astronomy, University of Manitoba, Winnipeg, Canada; 
2Grain Research Laboratory, Canadian Grain 
Commission, Winnipeg, Canada 
ThPA 011 High Sensitivity Quantitation of Metabolites of 
Nitrofuren Antibiotics in Animal Tissue Using High 
Performance Liquid Chromatography Tandem Mass 
Spectrometry; Vince C.X. Gao1; Matthew E. Grigg1; 
Sureerat Singhawangcha2; Suvit Upalawanna2; Tum 
Sutthisak2; 1Applied Biosystems, Hong Kong, China; 
2GenSystems, Bangkok, Thailand 
ThPA 012 Cytokinins and Other Growth Regulating Compounds 
Identified and Quantifies by LC-MS in Abies 
Nordmanniana Spach; Jens Hansen-Moller1; Rikke 
Norbaek2; Bjarke Vierskov3; Hanne Rasmussen4; 1Danish 
Institute of Agricultural Sciences, Tjele, Denmark; 2Danish 
Institute of Agricultural Sciences, Årslev, Denmark; 3The 
Royal Veterinary and Agricultural University, 
Fredriksberg, Denmark; 4Danish Forest & Landscape 
Research Institute, Horsholm, Denmark; 5Danish Forest & 
Landscape Research Institute, Hørsholm, Denmark 
ThPA 013 Metabolomics: Temporal and Spatial Snapshots of 
Medicago truncatula Biochemistry; Lloyd W. Sumner; 
Anthony L. Duran; Corey D. Broeckling; David V. 
Huhman; Hidesuki Suzuki; Richard A. Dixon; The Samuel 
Roberts Noble Foundation, Ardmore, OK 
ThPA 014 BSE Control: Detection of Gelatine Peptides in Animal 
Feed by MALDI-TOF and LC-MS/MS; Mireia 
Fernandez-Ocana1; Hendrik Neubert2; Anna 
Przyborowska2; Rick Parker3; Peter Bramley1; John 
Halket4; Raj Patel4; 1Biological Sciences, Royal Holloway, 
Univ. London, Egham, United Kingdom; 2Mass 
Spectrometry Facility, King's College London, London, 
United Kingdom; 3Veterinary Laboratories Agency, 
Addlestone, United Kingom; 4SBSL, Centre for Chemical 
Sciences, Royal Holloway, Univ. London, Egham, United 
Kingdom 
ThPA 015 On the Search for Florigen; Susanne Hoffmann-
Benning1; Douglas, A Gage1; Hans Kende2; Jan AD 
Zeevaart2; 1Michigan State University-Mass Spectrometry 
Facility, East Lansing, MI; 2Michigan State University- 
DOE Plant Research Laboratory, East Lansing, MI 
ANTITERRORISM MS 
ThPB 016 Determination of Sarin (GB) in Blood by Gas 
Chromatography-Chemical Ionization Mass 
Spectrometry Using Isotope Dilution and Large 
Volume Injection; Edward M Jakubowski1; Jeffry M 
McGuire2; Jennifer L Edwards2; Ronald A Evans2; Robert 
J Mioduszewski1; Sandra A Thomson1; 1U.S. Army 
SBCCOM, ECBC, Toxicology Team, Edgewood, MD; 
2Geo-Centers, Edgewood, MD 
ThPB 017 Computational and Experimental Simulations for Mass 
Spectrometry-Based Identification of Biological Threat 
Agents; Jane Razumovskaya3; William J. Hervey3; Nathan 
C. VerBerkmoes3; Miriam Land2; Frank W. Larimer2; 
Loren Hauser2; Gary J. Van Berkel1; Douglas E. 
Goeringer1; 1Chemical Sciences Division, Oak Ridge 
National Laboratory, Oak Ridge, TN; 2Life Sciences 
Division, Oak Ridge National Laboratory, Oak Ridge, TN; 
32Life Sciences Division, Oak Ridge National Laboratory, 
Oak Ridge, TN; 4Graduate School of Genome Science and 
Technology UT-ORNL, Oak Ridge, TN; 53Graduate School 
of Genome Science and Technology UT-ORNL, Oak Ridge, 
TN 
ThPB 018 Characterization and Detection of Unknown Chemical 
Agents Using Alternating EI/CI Scans; Kevin J. Hart; 
Irene F. Robbins; Marcus B. Wise; Wayne H. Griest; Oak 
Ridge National Laboratory, Oak Ridge, TN 
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ThPB 019 Chemical Weapons Screening of Water Samples by 
Photoionization MS; Matthew D. Evans; E. Ryan 
Beckley; Karl A. Hanold; Jack A. Syage; Syagen 
Technology, Inc., Tustin, CA 
ThPB 020 Detection and Identification of Proteins in Breath using 
MALDI-TOF and Tandem MS; Rebekah L Gundry1; 
Chris VonSeggern1; Jennifer Smoll2; Laura Shanholtz2; 
Sachin Mani3; Joany Jackman2; Marti Jett3; Robert J 
Cotter1; 1Johns Hopkins University School of Medicine, 
Baltimore, MD; 2Johns Hopkins University Applied 
Physics Laboratory, Laurel, MD; 3Walter Reed Army 
Institute of Research, Silver Spring, MD 
ThPB 021 HPLC/MS/MS Quantitative Bioanalysis Used in 
Homeland Security and Anti-Terrorism Efforts: 
Analysis of Drugs Used to Protect Against Chemical 
Warfare Agents; Shane R. Needham1; Binying Ye1; J. 
Richard Smith2; Benedict R Capacio2; 1Alturas Analytics, 
Inc., Moscow, Idaho; 2US Army Medical Research Ins. of 
Chemical Defense, Aberdeen Proving Ground, MD 
ThPB 022 Hybrid Ion Mobility/Cylindrical Ion Trap Mass 
Spectrometer for in situ Detection of Chemical Warfare 
Agents; Brian C. Laughlin1; Paul V. Johnson2; Luther W. 
Beegle2; Isik Kanik2; R. Graham Cooks1; 1Purdue 
University, West Lafayette, IN; 2NASA Jet Propulsion 
Laboratory, Pasadena, CA; 3Jet Propulsion Laboratory, 
California Institute of Technology, Pasadena, CA 
ThPB 023 Selective Ion Chemistry for Chemical Warfare Agent 
and Explosive Detection in Air in a Miniature 
Cylindrical Ion Trap Mass Spectrometer; Leah S. Riter; 
Eric Handberg; Hao Chen; Brian C. Laughlin; R. Graham 
Cooks; Purdue University, West Lafayette, IN 
ThPB 024 Biological Monitoring for Chemical Weapons in 
Human Samples; John R. Barr; Anne E. Boyer; Hecules 
Moura; Adrian R. Woolfitt; Carrie L. Young; Kerry E. 
Preston; W. Jack Driskell; Sharon W. Lemire; Joe V. 
Wooten; David L. Ashley; Centers for Disease Control 
and Prevention, Atlanta, GA 
ThPB 025 Performance Characterization and Initial Field Testing 
of a Portable Tandem Mass Spectrometer; Garth E. 
Patterson; John W. Grossenbacher; J. Mitchell Wells; 
Brent A. Knecht; Brent Rardin; Dennis J. Barket, Jr; 
Griffin Analytical Technologies, Inc., West Lafayette, IN 
ThPB 026 Potential of CE/MS/MS and HPLC/MS/MS in Analysis 
of N,N,N-trialkyl-2-chloroethylammonium Derivatives; 
Petr Bednár; Petr Barták; Zdenek Stránský; Juraj evcík; 
Karel Lemr; Palacky University, Olomouc, Czech Republic 
ThPB 027 Verification of Chemical Warfare Agent Exposure in 
Biomedical Samples using Mass Spectrometry; J. 
Richard Smith; Benedict R. Capacio; William D. Korte; 
Mike T. DeLion; US Army Medical Research Institute of 
Chemical Defense, Aberdeen Proving Ground, MD 
CHIRAL ANALYSIS BY MS 
ThPC 028 Experimental and Theoretical Studies of Aromatic D 
and L Amino Acid-Cu(II)-Chiragen Complexes; 
Jennifer L. Seymour; Frantisek Turecek; University of 
Washington, Seattle, WA 
ThPC 029 Low Picogram Separation and Determination of 
RO3300074 Major Metabolite Isomers in Plasma with a 
Chiral Column Chromatography Coupled with Mass 
Spectrometric Detection; Hua-fen Liu; Cheng-I Mau; 
Wen Chen Hsu; May Young; Thomas Tarnowski; Roche, 
Palo Alto, CA 
ThPC 030 Cross Validation of Chiral and Achiral LC/MS/MS 
Methods for Quantitating AMG099073-00 in Human 
Plasma; Krys J. Miller1; Yong Q. Tang2; Brian D. Beato2; 
Henry Lai1; Hesham Ghobarah1; 1Amgen, Thousand Oaks, 
CA; 2Covance, Covance, IN 
ThPC 031 An Ultra High-Throughput Chiral Analysis of 3-
hydroxy-4-cyanobutyric acid Using LC/MS/MS; Kelly 
Chatman; Grace DeSantis; Pei Chen; Diversa Corporation, 
San Diego, CA 
ThPC 032 Observation of a Possible Enantioselective Formation 
of Trimeric Complex Ions [CuII(Phe)(Pro)2-H]+ using 
ESI; Mei-Yi Zhang; Edward Kerns; Oliver McConnell; 
Wyeth Research, Princeton, NJ 
ThPC 033 Chiral Analysis of Amino Acids Present in Permafrost 
Samples using the Kinetic Method; Yanan Peng1; 
Lianming Wu1; Alexandre Tsapin2; Luther Beegle2; Isik 
Kanik2; R. Graham Cooks1; 1Department of Chemistry, 
Purdue University, West Lafayette, Indiana; 22Jet 
Propulsion Laboratory, California Institute of Technology, 
Pasadena, CA; 3Jet Propulsion Laboratory, California 
Institute of Technology, Pasadena, CA 
ThPC 034 FI-ESI-FAIMS-MS Compared to LC-UV for the 
Determination of Ephedra Alkaloids in Complex 
Matrices; Margaret McCooeye; Luyi Ding; Graeme G. 
Gardner; Catharine Fraser; Joseph Lam; Zoltan Mester; 
National Research Council of Canada, Ottawa, Canada 
ThPC 035 Product Ion Studies of DNA adduct Diastereomers 
formed by Benzo[ghi]fluoranthene; Linge Li1; Hui-Fang 
Chang2; Bongsup P. Cho2; M. Paul Chiarelli3; 1Dept. of 
Chemistry, Loyola University, Chicago, IL; 2Loyola 
University, Chicago, IL; 3University of Rhode Island, 
Kingston, RI; 4Dept. of Biomedical Sciences, University of 
Rhode Island, Kingston, RI; 5Division of Chemistry, 
National Center for Toxicological Research, Jefferson, AR; 
6National Center for Toxicological Research, Jefferson, AR 
ThPC 036 A Novel Liquid Chromatographic Mass Spectrometry 
Method for Characterizing Chiral Compounds in Drug 
Discovery; Peter J Simms; Cynthia T Jeffries; Aixia Sun; 
Thomas Arrhenius; Chugai Pharma USA LLC, San Diego, 
CA 
ThPC 037 Analysis Using LC/MS of Enantioselective Isoflavone 
Metabolism to Equol by Rodents and Humans; Lee D. 
Williams1; Nathan C. Twaddle1; Mona I. Churchwell1; 
Clinton D. Allred2; Jodi L. Fultz2; Young H. Ju2; William 
G. Helferich2; William G. Helferich2; Daniel R. Doerge1; 
1National Center for Toxicological Research, Jefferson, 
AR; 2University of Illinois, Urbana, IL 
COMBINATORIAL CHEMISTRY 
ThPD 038 Screening Compound Libraries Using Frontal Affinity 
Chromatography Coupled to Electrospray Ionization 
Mass Spectrometry; Yuko Ogata; Erkang Fan; Frantisek 
Turecek; University of Washington, Seattle, WA 
ThPD 039 Applications of an ESI-TOF Instrument for Accurate 
Mass Determination in the Drug Discovery Laboratory; 
Douglas E. McIntyre1; Jon D. Williams2; Luke A. D. 
Miller2; Linda L. Lopez1; 1Agilent Technologies, Santa 
Clara, CA; 2GlaxoSmithKline, Research Triangle Park, NC 
ThPD 040 Analysis of a Complex Isomeric Combinatorial Library 
Mixture by LC/Ion Mobility/Collision-Induced 
Dissociation/Mass Spectrometry; Amy E. Hilderbrand; 
David E. Clemmer; Indiana University, Bloomington, IN 
ThPD 041 An Interactive Physiochemical Property Profiling 
Software for Early Candidate Analysis in Drug 
Discovery; Michael R. Jackson; Michael P. Balogh; 
Warren B. Potts; Waters Corporation, Milford, MA 
ThPD 042 High-throughput Analysis of Combinatorial Libraries 
Utilizing API-MS and Dual-Channel UV Detection: 
Optimization of Analysis of Unpurified Libraries for 
Scale-up to High-Throughput Preparative HPLC; 
Raylyn DeGuzman; Loanne Chung; Jeff Wheatley; Manuel 
Ventura; Kathleen Tivel; Pfizer Global Research and 
Development, San Diego, CA 
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ThPD 043 Development of a High-Throughput MALDI-MS 
Analysis for Single Encoded Beads from Combinatorial 
Libraries; Andreas H. Franz1; Crystal Kirmiz1; Ruiwu 
Liu2; Aimin Song2; Jinhua Zhang1; Kit S. Lam2; Carlito B. 
Lebrilla1; 1University of California Davis, Department of 
Chemistry, Davis, CA; 2University of California Davis 
Cancer Center, Dept. of Intern. Med., Davis, CA 
ThPD 044 Drug Compound Molecular Weight Screening using 
Laser Desorption Mass Spectrometry on Deposited 
Thin Films Without a Matrix; Joseph D Cuiffi1; Daniel J 
Hayes1; Stephen J Fonash2; 1Penn State University, State 
College, PA; 2NanoHorizons Inc., University Park, PA 
ThPD 045 Effects of Supercritical Fluid Chromatography 
Backpressure Control Techniques on On-line Signal 
Detection by ELSD and Atmospheric Pressure 
Ionization Mass Spectrometry; Ole Gron; Leslie 
Nyguyen; David Dalesando; Kathleen Tivel; Ben Bolanos; 
Manuel Ventura; Pfizer Global Research and 
Development, San Diego, CA 
ThPD 046 A Fully Automated Method for Accurate Mass 
Determination; Maristella Colombo; Federico Riccardi 
Sirtori; Giuseppe Razzano; Pharmacia Italia S.p.A., 
Nerviano - Milan, Italy 
COMPUTER APPLICATIONS 
ThPE 047 Principal Component Regression for Quantitative 
Analysis of Vegetable Oils by Pyrolysis-MAB-TOF 
Mass-Spectrometry; Theodor B. Krustev1; Sylvie 
Beaudet1; Pascal Martin1; Michel J. Bertrand2; 1Dephy 
Technilogies, Montreal, Canada; 2University of Montreal, 
Montreal, Canada 
ThPE 048 Purity Analysis of Library Compounds by High-
throughput LC-MS-UV; Manish Soni1; Bertrand 
Monegier2; Mark Broenstrup3; Markus Kohlmann3; Eugene 
Dank1; Boris Reshko1; Samuel Fellous2; 1Aventis, 
Bridgewater, New Jersey; 2Aventis, Paris, France; 
3Aventis, Frankfurt, Germany 
ThPE 049 Computer Assisted Qualitative Analysis from 
Unresolved Chromatographic Peaks; Toshinobu Hondo; 
Jun Tamura; Shoji Makino; Tetsuru Watanabe; Hiroo 
Sugimura; Tomomi Kikui; Daisuke Amino; JEOL Ltd., 
Tokyo, Japan 
ThPE 050 GEMIOS - a 64-Bit Multi-physics Gas and 
Electromagnetic Ion Optical Simulator; Andreas Hieke; 
Ciphergen Biosystems, Inc., Fremont, CA 
ThPE 051 Centralized Management of Multiple LC/MS 
Workstations; Tim Hoffman1; Byron Kieser1; Steve 
Paraskevopoulos1; Jamie Ingham3; Chris Wheeler2; Steven 
Wang2; 1Applied Biosystems/MDS Sciex, Concord, 
Canada; 2MDS Sciex, Concord, Canada; 3Human Factors 
MD, Brampton, Canada 
ThPE 052 Electrospray-MS Charge Deconvolutions without 
Compromise  an Enhanced Data Reconstruction 
Algorithm utilising Variable Peak Modelling; Antony G. 
Ferrige1; M. Robert Alecio1; R. Stuart Ray1; Keith A. 
Waddell2; Xioakui K. Zhang3; 1Positive Probability Ltd, 
Isleham, England; 2Applied Biosystems, Framingham, MA; 
3Genzyme, Framingham, MA 
ThPE 053 An Innovative Computational Approach to (bio) 
Polymer Mass Spectrometric Data Simulation and 
Analysis With the polyxmass Computer Framework; 
Filippo Rusconi1; 1Laboratoire de biophysique - CNRS 
UMR 8646 - INSERM U 565, Paris, France; 2LPTC CNRS 
UMR 5472, Talence, France 
ThPE 054 Characterization of a QToF as a Time-varying Linear 
System; Corey Yanofsky; Kossi Lekpor; Brian Carrillo; 
Alexander Bell; Daniel Boismenu; Robert Kearney; McGill 
University, Montreal, Canada 
ThPE 055 ESI Mass Spectrometry: Automatic Selection and 
Filtering of Peaks; Niklas Alverup1; Daniel Dalevi2; 
Fredrik Levander3; Thorsteinn Rognvaldsson4; Jim 
Samuelsson1; 1BioBridge Computing, Lund, Sweden; 
2Dept. of Theoretical Physics, Lund University, Lund, 
Sweden; 3Lund University, Lund, Sweden; 4Lund Inst. of 
Technology, Lund, Sweden; 5Dept. of Protein Technology, 
Lund University, Lund, Sweden; 6IDE, Halmstad 
University, Halmstad, Sweden; 7Halmstad University, 
Halmstad, Sweden 
ThPE 056 MassFilter: Rule-based Filter of Peptide MS/MS 
Spectra; Ming Xu1; Lewis Y Geer1; Jeri S. Roth2; Jeffrey 
A Kowalak2; Dawn M. Maynard2; Sanford P. Markey2; 
Stephen H. Bryant1; 1National Center for Biotechnology 
Information/NLM/NIH, Bethesda, MD; 2National Institute 
of Mental Health, Bethesda, MD 
ThPE 057 Numerical Simulations of Electron Capture by Cations 
in Paul Traps; Igor A Ivonin; Roman A Zubarev; 
Laboratory for Biological & Medical Mass Spectrometry, 
Angstrom Lab, Uppsala, Box 534, SE-751 21, Sweden 
ThPE 058 Improved Peak Detection for MALDI TOF/TOF 
Fragment Spectra; Marc Gentzel; Matthias Wilm; EMBL 
Heidelberg, Heidelberg, Germany 
ThPE 059 The Determination of Adduction 'Hot Spots' via Mass 
Spectrometry and Molecular Modeling; Terrence Black; 
Mary Jo Ondrechen; Paul Vouros; Northeastern 
University, Boston, MA 
ThPE 060 Automated Peak Picking and Integration Algorithm for 
Mass Spectral Data; Anthony J. Kearsley; William E. 
Wallace; Javier Bernal; Charlie M. Guttman; National 
Institute of Standards and Technology, Gaithersburg, MD 
ThPE 061 Automated Identification of Fragments from 
Crosslinked Peptides; Kurt W Wulser; Catherine L 
Swaim; Jean B Smith; David L Smith; University of 
Nebraska, Lincoln, NE 
ThPE 062 A Computer Program Combining De Novo Sequencing 
of High Energy CID Mass Spectra of Peptides with MS 
BLAST Searching for Protein Identification; Xunming 
Chen1; Peter Juhasz1; Ioannis A. Papayannopoulos1; 
Kenneth C. Parker1; Moira E. Regelson2; Darryl Spencer1; 
Xiangping Zhu1; 1Applied Biosystems, Framingham, MA; 
2Paracel, Inc., Pasadena, CA 
ThPE 063 SearchXLinks - A Program to Identify Cross-Linked 
and Modified Peptides from Mass Spectra; Stephan 
Wefing; Volker Schnaible; Daniel Hoffmann; Center of 
Advanced European Studies and Research (caesar), Bonn, 
Germany 
ThPE 064 A New Algorithm Minimizing Chemical Noise in LC-
MS: Matched Filtration with Experimental Noise 
Determination (MEND); Victor P. Andreev; Tomas 
Rejtar; Hsuan-shen Chen; Eugene V. Moscovets; Alex R. 
Ivanov; Barry L. Karger; Barnett Institute and Department 
of Chemistry, Northeastern University, Boston, MA 
DRUG METABOLISM: HIGH THROUGHPUT 
ThPF1 065 Automated Generation and Analysis of Microsomal 
Stability Data. A Proof of Concept Study; Ohenewaa 
Larbi; Tami R. Meagher; Christine M. Grinnell; Dean 
Hickman; Andreas Harsch; Abbott Bioresearch Center, 
Worcester, MA 
ThPF1 066 Development of an Open-Access Semi-prep/µ-Mass 
Autopurification System for Metabolite Isolation and 
Identification; Larry M. Mallis; Ani B. Sarkahian; 
Christopher J. Petucci; Lisa Nogle; Kelly A. Keating; 
Wyeth Research, Collegeville, PA 
ThPF1 067 Automated Identification of Phase I and II Metabolites 
by Accurate Mass LC/MS, LC/MSMS, and Accurate 
Mass Precursor Ion Discovery LC/MS/MS; Duxi 
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Zhang1; Donglu Zhang1; Theodore Chando1; P. Jane Gale1; 
Andrew Baker2; 1Bristol-Myers Squibb, Princeton, NJ; 
2Waters, Beverly, MA 
ThPF1 068 Detection and Characterization of Pharmaceutical 
Metabolites, Degradants and Impurities by the 
Application of MS/MS Software Algorithms; Jonathan L 
Josephs1; Mark Sanders2; Petia Shipkova1; Robert A 
Langish1; Jeff Whitney3; 1Bristol-Myers Squibb, Hopewell, 
NJ; 2Bristol-Myers Squibb, Princeton, NJ; 3Novatia, 
Plainsboro, NJ 
ThPF1 069 Application of Automatic MS/MS Development 
Software (Automaton) in Drug Discovery  a Real Time 
Saver; Yung-Hsiang Chen; Eliza N. Fung; Kuo-Chi 
Cheng; Yau Yi Lau; Schering-Plough Research Institute, 
Kenilworth, NJ 
ThPF1 070 Enhancing Effectiveness For LC/MS Pharmaceutical 
Laboratory Analysis Through Rational Process 
Mapping; J. Fred Banks; Erik Soderstrom; David Tess; 
Maurice Bourgeois; Honggang Bi; Arkady Gusev; Pfizer, 
Inc., Groton, CT 
ThPF1 071 Using Microsoft Excel and Visual Basic for 
Applications (VBA) as a Cost-Effective Solution for 
Processing, Validating and Reviewing LC/MS/MS 
Results in a High-Throughput Screening Environment; 
K. Eric Milgram1; Kelly Jenkins1; Deborah Yates2; James 
Harr1; 1Pfizer Global R&D - PDM, La Jolla, CA; 2Pfizer 
Global R&D - Research Informatics, La Jolla, CA 
ThPF1 072 Implementing New Technologies in Drug Discovery 
Bioanalytical Support: Aria OS Parallel LC/MS 
System, Automated LC/MS Method Development and 
High Resolution Mass Spectrometry; Jian Wang; 
Georgia Cornelius; Bogdan G Sleczka; Christian 
Caporuscio; David Wang-Iverson; Adrienne Tymiak; 
Bristol-Myers Squibb, Princeton, NJ 
ThPF1 073 An Automated High Quality High Throughput LC/MS 
Process for the Analysis of Metabolic Stability Samples 
in Support of Drug Discovery; Dieter Drexler1; Kurt 
Edinger1; Serhiy Hnatyshyn2; Jonathan L. Josephs3; Robert 
Langish3; Colleen McNaney1; Mark Sanders2; 1Bristol-
Myers Squibb, Wallingford, CT; 2Bristol-Myers Squibb, 
Princeton, NJ; 3Bristol-Myers Squibb, Hopewell, NJ 
ThPF1 074 High Throughput Sample Analysis Using Multiple 
Column LC/MS/MS and Automated Method 
Optimization Techniques; Sidonia Tita; Min Yang; 
Leanne Beaton; Lyle Burton; Gary A. Impey; Applied 
Biosystems/MDS Sciex, Concord, Canada 
ThPF1 075 Optimal Sensitivity and Increased Throughput Using a 
Dual ES /APCI Ionization Source and Turbulent Fluid 
Chromatography with LC/MS/MS; Doina Caraiman1; 
Tom Biesenthal1; Nadia Pace1; Shamim Haider1; Takeo 
Sakuma1; Lars Ynddal2; 1Applied Biosystems/MDS Sciex, 
Concord, Canada; 2Novo Nordisk A/S, Maaloev, Denmark 
ThPF1 076 The Development of Sample Reduction and 
Automation Methods to Increase LC-MS Throughput 
for the Caco-2 Permeability Assay; Christine K Taylor1; 
Heather W Mathieu1; Tracy Ricker1; Robert Polzer2; John 
Soglia1; Mark J Cole1; 1Pfizer, Inc., Groton, CT; 2Pfizer, 
Inc., Ann Arbor, MI 
ThPF1 077 High-Throughput In Vitro Metabolic Stability 
Screening Using Automated LC-MS/MS; William R. 
Proctor; David Neul; Eric Milgram; Caroline Lee; Mark 
West; Kelly Jenkins; Pfizer, Inc, La Jolla, CA 
ThPF1 078 Streamlined Approaches to Metabolic Stability 
Assessment and Metabolite Profiling in Drug 
Discovery; Rongda Xu1; Eva Duchoslav2; Anna Aparicio1; 
Elliott B. Jones3; Daniel B. Kassel1; 1Syrrx, Inc., San 
Diego, CA; 2MDS Sciex, Concord, ON, Canada; 3Applied 
Biosystems, Foster City, CA 
DRUG METABOLISM: ION SUPPRESSION 
ThPF2 079 Characterisation of Serum Albumin and lysoPCs as 
Major Contributors to Plasma Sample Matrix Effects 
on Electrospray Ionisation Efficiency; Martin Ahnoff; 
Angelika Wurzer; Bosse Lindmark; Rainer Jussila; 
AstraZeneca R&D, Mölndal, Sweden 
ThPF2 080 Investigation of Ion-suppression from a Formulation 
Agent in Quantitative LC-MS/MS Bioanalysis: a Case 
Study on Tween 80TM; Patrice J Larger; Massimo Breda; 
Chris A James; Heather J Hughes; Rosella Pisano; 
Pharmacia, Nerviano, Italy 
ThPF2 081 LC/MS/MS of Nucleotide Compounds in Biological 
Matrix: Ion Response, Matrix Effect and Solution 
Chemistry; Shaolian Zhou; Sara Esser; Wei Zhou; 
Naidong Weng; Xiangyu Jiang; Covance Laboratories, 
Madison, WI 
ThPF2 082 Ionization Enhancement in APCI and Suppression in 
ESI Between Target Drugs and Stable Isotope-Labeled 
Internal Standards in Quantitative LC/MS and 
LC/MS/MS; Hairui Liang; Rodger L. Foltz; Min Meng; 
Pat Bennett; Tandem Labs, A Division of NWT Inc., Salt 
Lake City, UT 
ThPF2 083 Irregular Vehicle-related Ion Suppression in 
Pharmacokinetic Studies; Andrew Volosov; Lyn 
Libertine; Jean-Marie Nicolas; UCB Research, Cambridge, 
MA 
ThPF2 084 Enhanced Assay Sensitivity Resulting from Plasma 
Matrix Effects for Analysis of Compound A in Human 
Plasma by LC/MS/MS; Maria Vindigni; Jie Zhang; Erik 
Walter; Gerry Choc; Aventis Pharmaceuticals, 
Bridgewater, NJ 
ThPF2 085 Leveraging High Resolution LC/MS Data to Identify 
Drug Metabolite Ions in Samples of Human Excreta; 
Haiying Zhang; Donglu Zhang; Kenneth Ray; Brent 
Kleintop; Stephen Gozo; James Mitroka; Bristol-Myers 
Squibb Pharmaceutical Research Institute, Princeton, NJ 
ThPF2 086 Quantitative Aspects of Adduct Formation of 
Paclitaxel: Effect of Ionization Conditions; Kjell A. 
Mortier1; Willy E. Lambert1; Jan F. Van Bocxlaer2; Dieter 
L. Deforce3; Carlos H. Van Peteghem1; 1Laboratory of 
Toxicology, Ghent University, Ghent, Belgium; 
2Laboratory of Medical Biochemistry and Clinical 
Analysis, Ghent, Belgium; 3Laboratory for Pharmaceutical 
Biotechnology, Ghent, Belgium 
ThPF2 087 Metabolite Discovery and Development; J. Jill Hayos1; 
Julie C. Flynn1; Krys J. Miller1; 1Amgen Inc., Thousand 
Oaks, CA; 2Advion Biosciences, Ithica, NY 
ThPF2 088 The Development of a Novel Soft Analyte-Stabilizing 
Method for the Determination of CPT-11 in Plasma by 
LC-MS/MS for Combo PK Studies on Drug-Drug 
Interactions; Chaoran Ron Huang; Susan Chen; Jing-Tao 
Wu; Millennium Pharmaceuticals, Inc., Cambridge, MA 
ThPF2 089 Pharmacokinetics in-vivo Analysis of IV Samples using 
LC/MS/MS: Deciphering Problem to be Matrix-Related 
or Method-Related; Frances Lai1; Savita Ubhayakar1; 
Douglas Leipold1; S. Cyrus Khojasteh1; Shane Needham2; 
Sara Kenkare-Mitra1; 1Genentech Inc., South San 
Francisco, CA; 2Alturas Analytics, Inc., Moscow, ID 
ThPF2 090 Positive Electrospray LC/MS using a Basic pH 
Gradient: a Way to Combine Selectivity in HPLC and 
Sensitivity in MS for a Large Variety of Drugs; Claude 
Delatour; Laurent Leclercq; Lilly Development Center, 
Mont-Saint-Guibert, Belgium 
ThPF2 091 Mass Spectral Signal Suppression by Formulation 
Excipients: Implication in Pharmacokinetic 
Quantitation; Walter Z. Yu; Liang Liu; Chris Havel; Yun 
Ling; Renee Coleman; Robert Draper; Doris Graupe; 
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Karen Thomsen; Lisa Bashnick; Jodi Fausnaugh-Pollitt; 
Joyce Mordenti; Celera, South San Francisco, CA 
DRUG METABOLISM: QUANTITATION 
ThPF3 092 Direct Analysis of 14C by Accelerator Mass 
Spectrometry; Paul L. Skipper; Rosa G. Liberman; Man 
Ho Choi; John S. Wishnok; Steven R. Tannenbaum; 
Massachusetts Institute of Technology, Cambridge, MA 
ThPF3 093 Advantages of Ultrafast LC-MS-MS Using Silica 
Column - Better Retention, Faster Analysis, and Direct 
Injection of SPE Eluent for Analysis of Isoniazid in Dog 
Plasma; Austin C. Li; Wilson Z. Shou; Heiko Junga; 
Frederic W. Thalacker; Naidong Weng; Covance 
Laboratories, Inc., Madison, WI 
ThPF3 094 Determination of Pizotifen in Human Plasma by High 
Throughput On-Line LC/MS; Andrew L Pugh; Babak 
Ziaie; John Simpson; Orthodoxia Fragiskatos; MDS 
Pharma Services, Montreal, Canada 
ThPF3 095 Simultaneous Determination of Dextromethorphan, 
Dextrorphan, and Guaifenesin in Human Plasma: 
Method Conditions and Long-Term Assay 
Performance; Thomas H. Eichhold; David L. McCauley-
Myers; Deepa A. Khambe; Lisa M. Hall; Steven H. Hoke; 
The Procter & Gamble Company, Mason, OH 
ThPF3 096 Simultaneous Quantitation of a Small Molecule 
Integrin Antagonist and its Metabolite in Preclinical 
Pharmacokinetic Studies; Bilin Chou; Hank La; Matthew 
J. Baumgardner; David Jackson; S. Cyrus Khojasteh; Sara 
Kenkare-Mitra; Genentech, Inc, S. San Francisco, CA 
ThPF3 097 Validation of an Automated 96-Well Plate LC-MS/MS 
Method for the Quantitation of Compound X in 
Monkey, Rat, Mouse, and Rabbit Plasma; Jerry P. 
Roach; Kenneth D.W. Roth; Roger N. Hayes; 1Schering-
Plough Research Institute, Lafayette, NJ 
ThPF3 098 Application of a High Throughput LC/MS/MS Method 
for the Determination of Pseudoephedrine in Human 
Plasma; Haiping Wang; Weiyi Zheng; Patrick J. 
Rudewicz; Schering-Plough Research Institute, 
Kenilworth, NJ 
ThPF3 099 Automated on-line Turbulent Flow LC/MS/MS method 
for the Determination of Dapsone, N-Acetyl Dapsone 
and Hydroxyamino Dapsone in Human Urine; Daniel 
Villeneuve1; Garnet McRae1; Michel Simard1; Orthodoxia 
Fragiskatos1; Manju Gupta1; David W. Osborne2; Dennis 
M. Wilson2; 1MDS Pharma Services, Montreal, Quebec; 
2Atrix Laboratories, Fort Collins, CO 
ThPF3 100 Determination of Arachidonic Acid Metabolites by 
High Performance Liquid Chromatography / 
Electrospray Ionization Mass Spectrometry; Toshie 
Takahashi1; Yoshihiro Kita1; Naonori Uozumi1; Takao 
Shimizu1; 1Dep. Biochem. & Mol. Biolo., Fac. Med., 
Graduate School of Medicine, U, Tokyo, Japan; 2Dep. 
Biochem. & Mol. Biol., Fac. Med., Grad. Sch. Med., Univ. 
Tokyo, Tokyo, Japan 
ThPF3 101 Comparison of a Sub-Minute Gradient High Flow Rate 
vs. a Standard Four Minute Gradient Low Flow Rate 
LCMSMS Quantitation; Birendra Pitamah; Louisette 
Basa; Elliott Jones; Alicia Du; Appliedbiosystems, Foster 
City, CA 
ThPF3 102 Post-Column Solvent Addition to Enhance Electrospray 
Ionization for Normal-Phase LC/MS/MS; Elizabeth M 
Verburg; Emily G Farrow; Janice R Thornton-Manning; 
Kenneth J Ruterbories; Lilly Research Laboratories, Eli 
Lilly and Company, Indianapolis, IN 
ThPF3 103 LC-MS Based Assay for the Detection of Bone 
Resorption Biomarkers; Sean A. Holland; Kevin P. 
Bateman; Nathalie Chauret; M. David Percival; Carmai 
Seto; Merck Frosst Canada & Company, Kirkland, 
Quebec, Canada 
ThPF3 104 High Sensitive Method for Quantitative Determination 
of PMEA in Human Plasma by Liquid 
Chromatography with Tandem Mass Spectrometry; 
Yifei Liu; Guifen Xu; Christin Xu; Liset Garcia; Chin-
Chung Lin; Li-Tain Yeh; Ribapharm Inc., Costa Mesa, CA 
ThPF3 105 Fast LC-MS/MS Bioanalysis of Buprenorphine and 
Norbuprenorphine in Human Urine Using Monolithic 
Chromatography; Wei Sun; Karl Linderholm; Christ J. 
Sartwell; Nachi Ridha; Paul Brown; Alan Dzerk; Vincent 
Andaloro; Jean W. Lee; Patrick Lin; MDS Pharma 
Services, Lincoln, NE 
ThPF3 106 Confirmatory Analysis to Enhance Selectivity in the 
Quantitation of Pharmaceutical Compounds in Plasma 
by Quadrupole Linear Ion Trap LC/MS/MS; Gerard 
Hopfgartner1; Chantal Grivet1; Luc A Leuthold1; 
1University of Geneva, Geneva, Switzerland; 2University of 
Geneva, School of Pharmacy, Geneva, Switzerland 
ThPF3 107 Determination of Drug Molecules in Plasma using 
HPLC-APPI/MS/MS; Kara Merkle2; Yunsheng Hsieh1; 
1Schering-Plough Research Institute, Kenilworth, NJ; 
2Applied Biosystems, Foster City, CA 
ThPF3 108 Determination of Ketamine and Metabolites in Urine 
by using Liquid Chromotography-Mass Spectrometry; 
Chung-Yu Chen; Maw-Rong Lee; National Chung-Hsing 
University, Taichung, Taiwan R.O.C. 
ThPF3 109 Method Development and Validation for Quantitative 
Determination of Methadone Enantiomers in Human 
Plasma by Liquid Chromatography/Tandem Mass 
Spectrometry (LC/MS/MS); Hairui Liang; Min Meng; 
Pat Bennett; Rodger L. Foltz; Tandem Labs, A Division of 
NWT Inc., Salt Lake City, UT 
ThPF3 110 On-Line Sample Cleanup and Narrow-Bore HPLC 
Combined with Q-Tof MS for Ultra-Sensitive 
Identification of Polar Metabolites; Timothy R. Baker1; 
David J. Foltz1; Pam Riley1; John R. Entwisle1; David C. 
Ackley1; Amy L. Walter1; Jose Castro-Perez2; 1P&G 
Pharmaceuticals, Mason, Ohio; 2Waters MS Technologies, 
Manchester, UK 
ThPF3 111 Automate & Sensitive LC-ESI/MS/MS Method for 
Determination of Mesalamine (5-Aminosalicylic Acid) 
and its Metabolite (5-N-Acetylaminosalicylic Acid) in 
Human Plasma; Marius Foltea; John Simpson; orthodoxia 
Fragiskatos; Brigitte Comeau; MDS Pharma Services, 
Montreal, Canada 
ENVIRONMENTAL ANALYSIS 
ThPG 112 Analytical Method for the Identification of Chemical 
Warfare Agents in Soils Contaminated with 
Chemical/Biological Warfare Agents: LC-ESI-MS 
Analysis of Autoclaved Aqueous Extracts; Paul A. 
D'Agostino; Claude L. Chenier; James R. Hancock; DRDC 
Suffield, Medicine Hat, Canada 
ThPG 113 Determination of Natural Gas Processing Chemical 
Uptake in Cattails (Typha latifolia) Utilizing Multiple 
Reaction Monitoring ESI/MS with Ion Exchange 
Chromatography; Kerry M. Peru1; John V. Headley1; 
William J. Doucette2; 1National Water Research Institute, 
Saskatoon, Canada; 2Utah State University, Logan, UT 
ThPG 114 A Fully Automated Protocol for Simultaneously 
Detection of 52 Carbamates: Comparison of LC/MS 
and LC/MS/MS; Kate Yu; Jim Krol; Michael Balogh; 
Waters Corporation, Milford, MA 
ThPG 115 A Multiresidue LC-MS/MS Screening Method for the 
Detection of 100 Pesticides on the TSQ Quantum 
Discovery; Dipankar Ghosh1; Mark Churchill1; Wilhelm 
Gebhardt2; Eric Genin3; Janet Klein4; Lutz Alder4; 
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1ThermoFinnigan, Hemel Hempstead, UK; 
2ThermoFinnigan, Egglesbach, Germany; 
3ThermoFinnigan, Paris, France; 4Federal Institute for 
Health Protection of Consumers, Berlin, Germany 
ThPG 116 Isomeric Differentiation of Polyaromatic Hydrocarbons 
(PAH) : Electrospray Ionization and In-Source 
Collision-induced Dissociation of the Argentinated 
Complexes [Ag + n(PAH)] + (n=1 and 2); Chun Wai 
Tsang; Kwan Ming Ng; Hong Kong Polytechnic 
University, Hong Kong, China 
ThPG 117 APPI and APCI for Analysis of Quinones as Signature 
Biomarker in Environmental Analysis; Roland Geyer1; 
Margaret Gan1; David C. White1; Gary J. Van Berkel2; 
1Center for Biomarker Analysis, University of Tennessee, 
Knoxville, TN; 2Chemical and Analytical Sciences 
Division, Oak Ridge National Lab, Oak Ridge, TN; 3Centre 
for Environmental Research Leipzig-Halle, Halle(Saale), 
Germany 
ThPG 118 LC/ESI/MS-MS Analysis of Water Borne 
Organophosphates, Phenyl Ureas and Carbamates 
Pesticides; Paul Yang1; Chunyan Hao1; Ernie Chen1; 
Mauro Aiello2; 1Laboratory Services Branch, Ministry of 
the Environment, Etobicoke, Onatrio, Canada; 2Applied 
Biosystems/MDS Sciex, Concord, Onatrio, Canada 
ThPG 119 Determination of Biotransformation Products of 
Fluorotelomer 8-2 Telomer B Alcohol in Environmental 
Matrices by Liquid Chromatography  Tandem Mass 
Spectrometry (LC/MS/MS); Vladimir Capka1; Richard F. 
Rossi1; Ning Wang2; Patrick W. Folsom2; 1DuPont Haskell 
Laboratory for Health and Environmental Sciences, 
Newark, DE; 2DuPont Central Research and Development, 
Newark, DE; 3DuPont Corporate Center for 
Environmental Research, Newark, DE 
ThPG 120 Study of Rhenium Sulfur Complexes in Various 
Reaction Systems by Negative Ion Electrospray 
Ionization Mass Spectrometry; Qinhua RU; Doug 
Berning; Norman Schroeder; Jose A Olivares; Los Alamos 
National Laboratory, Los Alamos, NM 
ThPG 121 High Performance Liquid Chromatography Tandem 
Mass Spectrometry Method for Quantification of 19 
Biomarkers of Commonly Used Non-Persistent 
Pesticides; Anders O Olsson; Samuel E Baker; Johnny V 
Nguyen; Lovisa CS Romanoff; Simeon Udunka; Robert D 
Walker; Dana B Barr; National Center for Environmental 
Health, Centers for Disease Control, Atlanta, GA 
ThPG 122 Quantitation of Pesticide Residues by Gas 
Chromatography Time of Flight Mass Spectrometry; 
David Wood; Victor C. Parr; Scientific Analysis 
Instruments, Manchester, England 
ThPG 123 GCxGC/TOF-MS Analysis of Polychlorinated Biphenyl 
(PCB) Congeners of Great Lakes Water Samples; 
Stephanie Lemanik1; Chunyan Hao1; Olivier Niquette2; 
Christy Hartley1; Paul Yang1; Robert Wholeb3; 
1Laboratory Services Branch, Ministry of the Environment, 
Etobicoke, Ontario, Canada; 2LECO Corporation, St. 
Joseph, MI; 3VICI Gig Harbor Group, Gig Harbor, WA 
ThPG 124 Comparison of Series 5 (5% Phenyl Methyl Silicone) 
GC Column Performances from Variety 
Manufacturers For Separation Of Chlorinated 
Dibenzo-P-Dioxins and Dibenzofurans by HRMS. Are 
They Really the Same? Focus on I-TEF Specificity; 
Vyacheslav N. Fishman; Gregory D. Martin; Lester L. 
Lamparski; Analytical Sciences Laboratory The Dow 
Chemical Company, Midland, MI 
ThPG 125 GC-MS Study And Mapping of the Contamination of 
Sediments in the North Caspian Sea; Olga V Polyakova; 
Marina N Repina; Nikolai S Sokolov; Albert T Lebedev; 
Moscow State University, Moscow, Russia 
ThPG 126 Evaluation of a Carborane Based Capillary Column for 
the Analysis of Octamethylcyclotetrasiloxane (D4); Sean 
M. Backus; Mehran Alaee; Steve Cagampan; National 
Water Research Institute, Environment Canada, 
Burlington, Canada 
ThPG 127 Degradation of Chlorinated Solvents by Enzyme 
Mediated Electrochemical Reactions; Emek Blair; 
Patrick Farmer; John Greaves; University of California - 
Irvine, Irvine, CA 
ThPG 128 Application of LC-ESI-MS/MS for the Determination 
of Ultratrace of Hexamethylene Diisocyanate (HDI); 
Sebastien Gagne1; Jacques Lesage1; Claude Ostiguy1; Huu 
Van Tra2; 1IRSST, Montreal, Quebec, Canada; 2UQAM, 
Montreal, Quebec, Canada 
ThPG 129 Mass Spectrometric Monitoring of the Microbial 
Degradation of Polychlorobiphenyls (PCBs); Nathalie 
Agar1; Justin Powlowski1; Catherine Mulligan1; Robert 
Masse2; Bernard F. Gibbs2; 1MDS Pharma Seervices, 
Montreal, Canada; 2Concordia University, Montreal, 
Canada; 3MDS Pharma Services, Montreal, Canada 
FORENSICS 
ThPH 130 LC-MS/MS Screening, Quantification and 
Confirmation of Anabolic Steroids in Equine Athletes; 
Fuyu Guan1; Cornelius Uboh2; Lawrence Soma1; Donna 
Teleis1; Yi Luo1; 1University of Pennsylvania School of 
Veterinary Medicine, Kennett Square, PA; 2PA Equine 
Toxicology and Research Laboratory, West Chester, PA 
ThPH 131 Forensic Analysis of Culture Medium on Bacillus Spore 
Samples; Jeffrey R. Whiteaker1; Catherine Fenselau1; 
Dean D. Fetterolf2; David Wilson2; 1University of 
Maryland, College Park, Maryland; 2Federal Bureau of 
Investigation, Quantico, VA 
ThPH 132 Multiplexed and Quantitative Genotyping of 
Mitochondrial Single Nucleotide Polymorphisms using 
Liquid Chromatography-Electrospray Ionization Mass 
Spectrometry; Christian Huber1; Herbert Oberacher1; 
Walther Parson2; 1Instrumental Analysis and Bioanalysis, 
Saarland University, Saarbrücken, Germany; 2Institute of 
Legal Medicine, University of Innsbruck, Innsbruck, 
Austria 
ThPH 133 Sensitive LC-MS/MS Method for Analysis of 
Beclomethasone Dipropionate and its Metabolites in 
Equine Plasma and Urine; Yi Luo1; Fuyu Guan1; 
Cornelius Uboh2; Lawrence Soma1; Donna Teleis1; 
1University of Pennsylvania School of Veterinary 
Medicine, Kennett Square, PA; 2PA Equine Toxicology and 
Research Laboratory, West Chester, PA 
ThPH 134 Simultaneous Qualitative and Quantitative LC/MS/MS 
Analysis of Opiates in Biological Matrices; Dale 
Somers1; Louisette Basa2; Elliott Jones2; 1Bio-Tox 
Laboratories, Riverside, CA; 2Applied Biosystems, Foster 
City, CA 
ThPH 135 Transfer of Existing Forensic LC/MS and LC/MS-MS 
Mass Spectral Libraries to Linear Ion Trap 
Instrumentation; Andre Schreiber1; Merja Gergov2; 
Claudia A. Müller3; Wolfgang Weinmann3; 1Applied 
Biosystems, Darmstadt, Germany; 2University of Helsinki, 
Helsinki, Finland; 3University of Freiburg, Freiburg, 
Germany; 4Institute for Legal Medicine, Albert-Ludwigs-
University, Freiburg, Germany 
ThPH 136 SNP Genotyping via Quadrupole Mass Spectrometry; 
Keith L. Levert1; Brian A. Eckenrode2; Mark Wilson2; 
Bruce Budowle2; 1Oak Ridge Institute for Science and 
Education, Oak Ridge, TN; 2Federal Bureau of 
Investigation, Quantico, VA 
ThPH 137 Mass Spectrometric Characterization of Glues; Burnaby 
Munson1; Michael Lassman2; Jablonski Michele1; 
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1University of Delaware, Newark, DE; 2Naval Research 
Laboratory, Washington, DC 
ThPH 138 MS Forensics of Fuel-Air Explosives Collected by 
Radio Controlled (RC) Helicopter; Ronny C. Robbins1; 
William M. Lagna1; Geoffrey J. Roelant1; 1U.S. Army, 
ECBC, Aberdeen Proving Ground, Gunpowder, MD; 2U.S. 
Army ECBC Aberdeen Proving Grounds, Gunpowder, MD 
ThPH 139 Method Development and Evaluation of Portable Ion 
Mobility Spectrometers; Christian J. Whitchurch2; 
Valerie J. Cavett1; Kelly H. Mount1; Mark L. Miller1; 
Brian A. Eckenrode1; 1Federal Bureau of Investigation, 
Quantico, VA; 2Oak Ridge Institute for Science and 
Education, Oak Ridge, TN 
ThPH 140 Application of the Electron Monochromator to the 
Analysis of Explosives, Organic acids, and 
Organophosphonates; Robert B. Cody1; James A. 
Laramee2; Samuel P. Hernandez3; 1JEOL USA, Inc., 
Peabody, MA; 2EAI Corporation/Edgewood Chemical & 
Biological Center, Edgewood, MD; 3Univ. of Puerto Rico, 
Mayaguez, Mayaguez, PR 
ThPH 141 Determining Bear Tranquilizers in Human Hair Using 
a Q-TOF; William E. Vickery; Kevin D. Ballard; Francis 
X. Diamond; Rosemarie D. Citrino; Robert A. Middleberg; 
National Medical Services, Willow Grove, PA 
ThPH 142 Quantification and Confirmation of Reserpine in 
Equine Plasma by LC/MS/MS; Cornelius E. Uboh1; Yi 
Luo2; Lawrence R. Soma2; Jeffrey A. Rudy1; Fuyu Guan2; 
James M. Enright1; Ed Birks1; Donna Teleis2; Deborah 
Tsang2; 1PA Equine Tox & Research, West Chester, PA; 
2University of Pennsylvania Sch Vet Medicine, Kennett 
Square, PA 
ThPH 143 Structure Elucidation of a Novel Capsaicin Derivative 
via MSn; Valerie Cavett1; James Krutak1; Maryam Hojjat2; 
Brian A. Eckenrode1; 1FBI Academy, Quantico, VA; 
2Georgia State University, Atlanta, GA 
ThPH 144 Development of an Online Gradient Extraction 
Technique for Determining Relative Age of Ballpoint 
Pen Inks; Alisha C Mitchell1; Margaret Couch1; Antonio 
Cantu2; Richard A. Yost1; 1University of Florida, 
Gainesville, Florida; 2United States Secret Service, 
Washington, DC 
ThPH 145 Quaternary Ammonium Neuromuscular Blocking 
Agents In Forensics Using a Q-TOF; the Importance of 
Degradation Products and Metabolites; Kevin D. 
Ballard; William E. Vickery; Loan T. Nguyen; Francis X. 
Diamond; Fredric Rieders; National Medical Services, 
Willow Grove, PA 
IMMUNOLOGY 
ThPI 146 Protein Epitope Mapping by a Combination of Isotopic 
Labeling and NanoESI-LC/MS; David L Wong; 
Katherine Collier; Don Naki; Grant Ganshaw; Dave Estell; 
Hugh C McDonald; Genencor International, Inc., Palo 
Alto, CA 
ThPI 147 Novel Docosatrienes and 17S-Resolvins Generated from 
Docosahexaenoic acid in Brain and Blood Cells: 
Lipidomics of Autacoids in Anti-Inflammation Using 
LC-UV-MS-MS; Song Hong; Karsten Gronert; Pallavi R. 
Devchand; RoseLaure Moussignac; Charles N. Serhan; 
CET&RI, Brigham & Womens Hospital, Harvard Med. 
Sch., Boston, MA 
ThPI 148 A Novel Approach to Characterization of Trastuzumab 
-DM1 Conjugates using LC-MS for Confirmation of 
Statistically Calculated Distributions; Emily E Mann; 
Fred Jacobson; Chien Lee; Miryam Kadkhodayan; 
Genentech, Inc., South San Francisco, CA 
ThPI 149 Study of the Binding of MHC Class II Molecules and 
Antigenic Peptide Complex by H/D Exchange and 
HPLC MS/MS; Sandra Kerfoot; Ilan Vidavsky; Don 
Remple; Emil Unanue; Michael Gross; Washington 
University in Saint Louis, Saint Louis, MO 
ThPI 150 The Use of MALDI-Tof Mass Spectrometry to Monitor 
Patient-Specific Vaccine Proteins for Phase I Clinical 
Trial Release and Stability Protocols; Kathleen M. 
Hanley; Tracey L. Mahon; Tiffany Bliss; Fakhrieh 
Vojdani; Stephan Garger; Earl L. White; Large Scale 
Biology, Corporation, Vacaville, California 
ThPI 151 Study of the Binding of MHC Class I Molecules and 
Antigenic Peptide Complex by H/D Exchange and 
HPLC MS/MS; Zhaohui Du1; Don Rempel1; Daved 
Fremont2; Mike Miley2; Michael Gross1; 1Department of 
Chemistry, Washington University, St. Louis, MO; 
2Department of Pathology, Washington University, St. 
Louis, MO 
ThPI 152 SIMP-Derived Peptides are Potential Targets for 
Human Cancer Immunotherapy; Luce Boulanger1; 
Kevin McBride1; Fannie Larochelle1; Claude Perreault1; 
Robert Masse2; Bernard Gibbs2; 1Compatigene, Montreal, 
Canada; 2MDS Pharma Services, Montreal, Canada 
ThPI 153 Characterization of Posttranslational modifications of 
the Endoplasmic Reticulum Chaperone, gp96 with 
Mass Spectrometry; Nigel P Ewing; Melissa L DeFilippo; 
Kerrie A Morin; Zhifang S Jiang; Gregg Chenail; David 
Liu; Chuanliang Liu; James Zabrecky; Antigenics, Inc, 
Woburn, MA 
ThPI 154 Identification of Tumor Epitopes Presented by a Non-
Tumorigenic Keratinocyte Cell Line using MALDI/ESI 
mass spectrometry; Gerold Schwarz1; Winfried Kammer1; 
Martin Priemer1; Daniela Dressel2; Alfred Nordheim1; 
Hubert Kalbacher2; 1Institute of Cell Biology/University of 
Tuebingen, Tuebingen, Germany; 2Institute of 
Biochemistry/University of Tuebingen, Tuebingen, 
Germany 
ThPI 155 Sulfated Metabolites in M. tuberculosis: Investigating 
the Role of Sulfation in Virluence; Michael D. Leavell1; 
Joseph D. Mougous2; Ryan H. Senaratne3; Spencer J. 
Williams1; Christopher J. Petzold1; Lee Riley3; Carolyn R. 
Bertozzi1; Julie A. Leary1; 1Univ. of California, Dept. of 
Chemistry, Berkeley, CA; 2Univ. of California, Dept. of 
Molecular and Cell Biology, Berkeley, CA; 3Univ. of 
California, School of Public Health, Berkeley, CA 
ThPI 156 Using NanoHPLC and Mass Spectrometry to Identify 
Francisella Tularensis Peptides Isolated From Infected 
Host Cells; Wen Ding1; Wayne Conlan1; Anders Sjosted2; 
John Kelly1; 1Insititute for Biological Sciences, Ottawa, 
Canada; 2University of Umea, Umea, Sweden 
ThPI 157 Development of a Nano Flow LC/MS Method for 
Identification of MHC Class I restricted Viral Peptides; 
Charlotte C. Yu Ip; Sherilyn S. Campie; Paul M. Keller; 
Alan Shaw; Merck Research Laboratories, West Point, PA 
ThPI 158 HLA-DM Edits for Better MHC-Binding Peptides  A 
Two-dimensional LC-MS Analysis; James J Walters1; 
Shirley Petzold2; Ilan Vidavsky1; Emil R Unanue2; Michael 
L Gross1; 1Center for Biomedical and Biorganic MS, 
Washington University, St. Louis, MO; 2Department of 
Pathology and Immunology, Wash. Univ. School of 
Medicine, St. Louis, MO 
INSTRUMENTATION : ION SOURCES 
ThPJ1 159 Selective Ionization of Molecular Hydrogen and 
Deuterium Hydride from Gaseous Mixture; Sylvain R. 
Letarte1; Marcel Baril1; Réal Paquin2; 1Université Laval, 
Québec, Canada; 2Ministère de l'Agriculture, des 
Pêcheries et de l'Alimentation Québec, Québec, Canada 
ThPJ1 160 Atmospheric Sampling Glow Discharge Ionization / Ion 
Trap Mass Spectrometry for Direct Monitoring of 
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VOCs in Air - Simulation and Experimentation; 
William E. Funk; Peter T. Palmer; San Francisco State 
University, San Francisco, CA 
ThPJ1 161 Direct and Rapid Analysis of Softwood Bark Oil 
Fractions by Py-MAB/ToF; Laurentiu V. Ciochina1; 
Sylvie Beaudet1; Hooshang Pakdel2; Christian Roy2; 
1Dephy Technologies, Montréal, Canada; 2Laval 
University, St. Foy, Québec, Canada 
ThPJ1 162 Resonance Photoelectron Capture Ionization: A Novel 
Ionization Source for the Soft Ionization of Organic 
Compounds; Giuseppe Petrucci; Brian LaFranchi; 
University of Vermont, Burlington, VT 
ThPJ1 163 SIMS Study using Large Gold Cluster Primary Ions for 
the Detection of Small Biomolecules; Agnes Tempez1; 
Serge Della-Negra2; Joel Depauw2; Dominique Jacquet2; 
Yvon Le Beyec2; Alexei Novikov2; Michele Pautrat2; 
Michael Ugarov1; J. Albert Schultz1; Katrin Fuhrer2; Marc 
Gonin2; Amina Woods3; 1Ionwerks, Houston, TX; 2Institut 
de Physique Nucléaire, Orsay, France 
ThPJ1 164 A Vacuum Bench for the Characterization of Thermo-
Ionization Sources; Christelle Guillermier1; Francois 
Hillion2; James Hill3; Claude Lechene1; 1Harvard Medical 
School, Cambridge, MA; 2CAMECA, Courbevoie, 
FRANCE; 3J. A Hill Instruments Services, Arlington, VA 
ThPJ1 165 Electron Capture Dissociation Coupled with a Linear 
Radio-Frequency-Quadrupole Ion Trap  Time-of-
Flight Mass Spectrometer; Takashi Baba; David Black; 
Gary L. Glish; Univerisity of North Carolina, Chapel Hill, 
NC 
ThPJ1 166 Improved Metastable Atom Bombardment Ion Source; 
Samir Al Moussalami1; Pascal Martin1; Olivier Peraldi1; 
Michel J. Bertrand2; 1DEPHY Technologies, Montreal, 
Canada; 2Regional Center for Mass Spectrometry, 
University of Montreal, Montreal, Canada 
INSTRUMENTATION: MASS ANALYZERS (TOF) 
ThPJ2 167 Second Order Focusing in a Coaxial Multiple 
Reflection ESI TOF Mass Spectrometer; Melvin A Park; 
Kory Morrow; Ulrich Giessmann; Frank Laukien; Bruker 
Daltonics, Billerica, MA 
ThPJ2 168 Improvements in Mass Measurement Accuracy and 
Reporting over Increased Dynamic Range using 
Orthogonal TOF (Time of Flight) Mass Spectrometers; 
Martin R. Green1; Iain Monks1; Keith Richardson1; Jason 
Wildgoose1; Kevin Howes1; John Bill1; John Skilling2; 
1Maximum Entropy Data Consultants Ltd, Bury St 
Edmonds, United Kingdom; 2Waters Corporation, 
Manchester, United Kingdom 
ThPJ2 169 Mass Spectrometric Analysis of DNA Mixtures: 
Instrumental Effects are Responsible for Decreased 
Sensitivity with Increasing Mass; Xiaoyu Chen; Mike S. 
Westphall; Lloyd M. Smith; University of Wisconsin, 
Madison, WI 
ThPJ2 170 Orthogonal Trap-TOF Mass Spectrometer (1) - 
Synchronous Coupling of Trap and TOF; Akihiko 
Okumura1; Atsumu Hirabayashi1; Takashi Baba1; Yuichiro 
Hashimoto1; Izumi Waki1; Kiyomi Yoshinari2; 1Central 
Research Laboratory, Hitachi Ltd., Kokubunji, Tokyo, 
Japan; 2Hitachi Laboratory, Hitachi Ltd., Hitachi, Ibaraki, 
Japan 
ThPJ2 171 Tandem Time-of-Flight (TOF/TOF) Mass 
Spectrometer with a Curved Field Reflectron; Robert J 
Cotter; Ben D Gardner; Robert D English; Serguei 
Iltchenko; Johns Hopkins School of Medicine, Baltimore, 
MD 
ThPJ2 172 A Time-of-Flight Mass Spectrometer System for Mass 
Measurement of Short-Lived Nuclei and for 
Diagnostics of Gas-Filled Stopping Cells; Wolfgang R. 
Plass1; Alexander F. Dodonov3; Serguei A. Elisseev1; Hans 
Geissel1; Gottfried Muenzenberg1; Yuri Novikov4; 
Christoph Scheidenberger1; Zheng Wang1; 1II. 
Physikalisches Institut, Justus-Liebig-Universitaet Giessen, 
Giessen, Germany; 3Gesellschaft für 
Schwerionenforschung, Darmstadt, Germany 
ThPJ2 173 Tandem TOF/TOF Mass Spectrometry of 
Macromolecules at Very High (20 keV) Collision 
Energies; Serguei Iltchenko; Ben D Gardner; Robert D. 
English; Robert J Cotter; Johns Hopkins School of 
Medicien, Baltimore, MD 
ThPJ2 174 Orthogonal Trap-TOF(2) - asynchronous Coupling of 
Trap and TOF; Yuichiro Hashimoto1; Izumi Waki1; 
Kiyomi Yoshinari2; Tsukasa Shishika3; Yasushi Terui3; 
1Hitachi, Ltd., Central Research Laboratory, Tokyo, 
Japan; 2Hitachi, Ltd., Central Research Laboratory, 
Ibaraki, Japan; 3Hitachi High-Technologies, Ibaraki, 
Japan 
ThPJ2 175 Evaluation of the Accurate Mass Capabilities of a GC-
TOF Mass Spectrometer in Drug Discovery; Chris 
Petucci; Larry Mallis; Oliver McConnell; Wyeth Research, 
Collegeville, PA 
ThPJ2 176 Towards Better Mass Accuracy and Resolution in 
MALDI TOF MS; Armin Holle1; Martin Schuerenberg1; 
Detlev Suckau1; Johan Gobom2; 1Bruker Daltonics, 
Bremen, Germany; 2MPI for Molecular Genetics, Berlin, 
Germany 
ThPJ2 177 Influence of Grids on Resolution in Linear oa-ToF MS - 
Theory and Practice; Adam W. McMahon; Dimitris 
Papanastasiou; Christopher A. Rego; Manchester 
Metropolitan University, Manchester, UK 
ThPJ2 178 Multi-point Internal Mass Calibration for Enhanced 
Mass Accuracy in LC-ESI-TOF Analysis; P. Lee 
Ferguson; Keqi Tang; Eric F. Strittmatter; Matthew E. 
Monroe; Richard D. Smith; Pacific Northwest National 
Laboratory, Richland, WA 
ThPJ2 179 A Practical Cryodetector Mass Spectrometer with 
Single Particle Sensitivity for Routine Analysis of High 
Mass Polymers and Biopolymers; Rod Chalk; Roberto 
Seydoux; Lothar Schultheis; Urs Matter; Comet Analytics, 
Bern, Switzerland 
ThPJ2 180 A High Performance E4TOF Mass Spectrometer; S. E. 
Buttrill, Jr; David Knight; Peter Trinh; Ciphergen 
Biosystems Inc., Fremont, CA 
ThPJ2 181 Use of Time-of-Flight for Compound Identification and 
to Assess Interference in Quadrupole Analysis by Gas 
Chromatography/Mass Spectrometry (GC/MS); Gordon 
J. Nelson1; Alan L. Rockwood1; Thierry Mann2; Douglas 
Stevens2; Steve Griffin3; Mark M. Kushnir1; 1ARUP 
Institute for Clinical and Experimental Pathology, Salt 
Lake City, UT; 2Waters Corp. MS Technical Center, 
Beverly, MA; 3Micromass, Inc., Denver, CO 
ThPJ2 182 MALDI Photodissociation TOF-TOF Mass 
Spectrometry; Matthew S. Thompson; Weidong Cui; 
James P. Reilly; Department of Chemistry, Indiana 
University, Bloomington, IN 
ThPJ2 183 Novel Time of Flight MS for Gas Chromatography 
using a Shaped Field Buncher; Victor C. Parr; Mark 
Mills; Stephen P. Thompson; Scientific Analysis 
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ThPJ2 184 Surface Induced Dissociation of Biomolecules in a 
Commercial MALDI-TOF Mass Spectrometer; 
Chaminda M. Gamage; Facundo M. Fernandez; 
Krishnamoorthy Kuppannan; Vicki H. Wysocki; 
University of Arizona, Tucson, AZ 
ThPJ2 185 Time of Flight Mass Spectrometry as an Invaluable 
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ThPJ2 186 Performance of a Miniature MALDI-TOF Mass 
Spectrometer Using Non-homogeneous Accelerating 
Fields and Dynamic Focusing; Ben D. Gardner; Robert J. 
Cotter; Johns Hopkins University School of Medicine, 
Baltimore, MD 
ION MOBILITY 
ThPK1 187 A High-Field Asymmetric Waveform Ion Mobility 
Spectrometer (FAIMS) Coupled with a Q-Tof Mass 
Spectrometer for Enhanced Proteome Analysis; Jason 
Wildgoose1; Alan Millar1; James Langridge1; David A 
Barnett2; Randall W Purves2; 1Waters Corporation, 
Manchester, UK; 2Ionalytics Corporation, Ottawa, Canada 
ThPK1 188 A Study of Biomolecular Interactions Using Ion-
Mobility MALDI; Michael Ugarov1; Thomas Egan1; 
Michael McCully1; John Albert Schultz1; Amina S. 
Woods2; 1Ionwerks, Inc., Houston, Texas; 2NIDA IRP, 
Baltimore, MD 
ThPK1 189 Charge State Separation By Linked Scanning a Mass 
Filter with Mobility Separator; John B Hoyes; Steven D 
Pringle; Jason L Wildgoose; Kevin Giles; Micromass, 
Manchester, UK 
ThPK1 190 Ion Mobility Measurements of MALDI Ions in a 
Segmented RF Quadrupole Ion Guide Interfaced to an 
Orthogonal TOF Mass Spectrometer; Viatcheslav I. 
Kozlovski3; Alexandre V. Loboda2; James McNabb1; 
Victor Spicer1; Werner Ens1; Kenneth G. Standing1; 
1University of Manitoba, Winnipeg, MB, Canada; 2MDS 
Sciex, Concord, ON, Canada; 3Institute for Energy 
Problems of Chemical Physics RAS (Branch), 
Chernogolovka, Russian Federation 
ThPK1 191 Ion Mobility and Diffusion Coefficient Measurements 
in the Segmented RFQ Interfaced to the High 
Resolution Ortho-TOF MS; Ilia V. Soulimenkov; 
Viatcheslav I. Kozlovski; Alexandre R. Pikhtelev; Ella V. 
Chardakova; Vladimir S. Brusov; Alexandre F. Dodonov; 
Institute for Energy Problems of Chemical Physics RAS 
(Branch), Chernogolovka, Russia 
ThPK1 192 Gas-Phase Structures of Singly, Doubly and Triply 
Protonated Bradykinin Ions as Determined by ab initio 
Molecular Orbital Calculations and Collisional Cross-
Section Measurements using Ion Mobility; Yuzhu Guo1; 
Galina Orlova1; Christopher F. Rodriquez1; Jiaxi Wang1; 
Reza Javahery2; Yun Ling1; Bruce A. Thomson2; Alan C. 
Hopkinson1; K. W. Michael Siu1; 1Dep. of Chemistry and 
CRMS, York University, Toronto, Canada; 2MDS SCIEX, 
Toronto, Canada 
ThPK1 193 A Novel, Compact IMS/TOF Instrument for Complex 
Biological Mixture Analysis; Stormy L. Koeniger1; 
Stephen J. Valentine2; Rena A. Sowell1; David E. 
Clemmer1; 1Indiana University, Department of Chemistry, 
Bloomington, IN; 2Beyond Genomics, Inc., Waltham, MA 
ThPK1 194 Ion Mobility-Photodissociation (213 nm)-Time-of-Flight 
Mass Spectrometry for Simultaneous Peptide Mass 
Mapping and Peptide Sequencing; John A. McLean1; 
Michael Ugarov2; Hakim Bensaoula2; Thomas Egan2; J. 
Albert Schultz2; Kent J. Gillig1; David H. Russell1; 
1Laboratory for Biological Mass Spectrometry, Texas 
A&M University, College Station, TX; 2Ionwerks Inc., 
Houston, TX 
ION MOLECULE REACTIONS 
ThPK2 195 Quantification of Isomeric Phosphorylated 
Monosaccharides by using Ion/Molecule Reactions and 
FT-ICR Mass Spectrometry; Hong Gao; Christopher, J. 
Petzold; Michael, D. Leavell; Julie, A. Leary; University of 
California, Berkelely, CA 
ThPK2 196 A New Twist on the SIFT- Observing Sequential 
Reactions Over Wide Neutral Pressure Ranges; Vincent 
G Anicich1; Paul Wilson2; Murray J McEwan2; Colin G 
Freeman2; Vaughan Stephan Langford2; 1Jet Propulsion 
Laboratory, Pasadena, CA; 2University of Canterbury, 
Christchurch, NZ 
ThPK2 197 Hydrocarbon Attachment to Zeolite Fragments Using 
Laser Ablation Fourier Transform Ion Cyclotron 
Resonance Mass Spectrometry (FT-ICR/MS); Deborah 
E. Hunka; Steven M. Thornberg; Ion C. Abraham; Russell 
L. Jarek; Tina M. Nenoff; Genoveva Q. Buelna; Sandia 
National Laboratory, Albuquerque, NM 
ThPK2 198 On the Energetics of O Atom Transfer. The Reactivity 
of CrO2+ with CO and Other Species; Scott W Robinson; 
Douglas P Ridge; University of Delaware, Newark, DE 
ThPK2 199 Comparison of Conformational Variations Induced by 
Metal Complexation and b Type Fragmentation for 
Peptides with Acidic- and Basic-Side Chains: Gas-
Phase H/D Exchange Kinetic Studies; Alireza Fattahi2; 
Touradj Solouki1; 1Department of Chemistry, University of 
Maine, Orono, ME; 2Department of Chemistry, University 
of Minnesota, Minneapolis, MN 
ThPK2 200 Gas-Phase Fragmentation of Peptides via Ion-molecule 
Reactions with Cyclopentadienylcobalt Ion (CpCo+); 
Kenroy E. Crawford; Hilkka I. Kenttämaa; Purdue 
University, West Lafayette, Indiana 
ThPK2 201 The Pentafluoro-Tropylium Ion as Proton Donor in the 
Internal Ionization Quadrupole Ion Trap; John P. 
Caesar; Jane McKenzie; Sigmund M. Waraszkiewicz; 
AstraZeneca LP, Westborough, Massachusetts 
ThPK2 202 H/D Exchange of Deprotonated Flavonoids by 
Electrospray Ionization Quadrupole Ion Trap Mass 
Spectrometry; Junmei Zhang; Barry D Davis; Jennifer S 
Brodbelt; University of Texas at Austin, Austin, TX 
ThPK2 203 Oxidation/Reduction of Some Corticosteroids in APCI 
Source; Nanying Bian; Millipore Corporation, Bedford, 
MA 
ThPK2 204 Binding Energies of Model Nitrogen Bases to 
Metalloporphyrins from Ion-Molecule Reactions and 
Collision-Induced Dissociation in a Quadrupole Ion 
Trap; Lisa A. Hayes; Angelina M. Chappell; Marvin 
Banal; Victor Ryzhov; Northern Illinois University, 
DeKalb, IL 
ThPK2 205 Unexpected Acetonitrile Gas Phase Reaction Products 
Observed by Use of Atmospheric Pressure Chemical 
Ionization; Charles W. Ross III1; Arthur B. Coddington1; 
Joan S. Murphy1; Harri G. Ramjit1; 1Merck & Co. Inc, 
West Point, Pennsylvania; 2Merck & Co. Inc., MRL- Dept. 
of Medicinal Chemistry, West Point, PA 
ThPK2 206 Preparation and Reactions of the [NH3, H2O] + Ion; 
Henri E. Audier; Guillaume van der Rest; Philippe 
Mourgues; CNRS / DCMR / Ecole Polytechnique, 
Palaiseau, France 
ThPK2 207 Formation and reactivity studies of the Olefin-
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Lesage1; Yves Gimbert2; Anne Milet2; Françoise Fournier1; 
Jean-Claude Tabet1; 1UMR 7613 CNRS , Université Paris 
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Self-Assembled Monolayer Surfaces; Sung-Chan Jo; R. 
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ThPK2 209 Mechanism of Collision-induced Dissociation of Positive 
Ions Derived from Tetrahydropyranyl ethers; Josef 
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ThPK2 210 Reaction Dynamics and Thermochemistry of Dianions: 
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Michael Peschke; Udo H. Verkerk; Paul Kebarle; 
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ThPK2 211 H/D Exchange, MS/MS and Quantum Chemical Studies 
on Protonated GnR Peptides; Linda Breci1; Arpad 
Somogyi1; Selena Fung1; Victor Hruby1; Bela Paizs2; 
Sandor Suhai2; 1Department of Chemistry, University of 
Arizona, Tucson, AZ; 2Department of Molecular 
Biophysics, German Cancer Research Center, Heidelberg, 
Germany 
ThPK2 212 A Novel Approach for Peptide Fragmentation via Ion-
Molecule Reactions; Jayalakshmi Somuramasami; Hilkka 
I Kenttamaa; Purdue University, West Lafayette, IN 
ThPK2 213 Elimination of Hydrogen Related to the Corona 
Discharge in Negative Ion APCI. Case Study: Falsely 
Assigning Contamination as the Problem During 
Troubleshooting in a LC-MS-MS Assay for Ibuprofen; 
William S. Edgemond; Michael Sullivan; Anders 
Ljungqvist; Klaus-Peter Adam; Chris Bugge; Cedra 
Corporation, Austin, TX 
ThPK2 214 H/D Exchange of Pentapeptides with D2O: 
Comparision of Fourier Transform Ion Cyclotron 
Resonance and Quadrupole Ion Trap Instruments; 
Linda Breci1; Kristin A Herrmann1; Mark Malcomson1; 
Vicki Wysocki1; Perdita Barran2; Mike Bowers2; Thomas 
Wyttenbach2; 1University of Arizona, Tucson, AZ; 
2University of California, Santa Barbara, CA 
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Liquid Crystal Model Compounds; Daniel Kuehne; 
Karl-Peter Wanczek; University of Bremen, Institute of 
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ThPK3 217 The Bond Dissociation Energy and Lewis Acid 
Behaviour of XeF+; Ian H. Krouse; Paul G. Wenthold; 
Purdue University, West Lafayette, IN 
ThPK3 218 On the Novel Double Hydrogen Transfer Processes 
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Japan; 2Fukui University, Fukui, Japan; 3SAKAI OVEX 
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Distributions in Nano-Electrospray MS; Yan Li; Richard 
B. Cole; University of New Orleans, New Orleans, LA 
ThPL 224 Dependence of Charge States of Nondenatured Proteins 
on the Nature of the Buffer Cations Provides 
Information on the Complete Mechanism by which the 
Protein Ions Originate; Udo H. Verkerk; Michael 
Peschke; Paul Kebarle; Department of Chemistry, 
University of Alberta, Edmonton, Canada 
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University of Twente, dept. of Chemical Analysis, 
Enschede, NL, Enschede, The Netherlands 
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Efficiency in Atmospheric Pressure Photoionization 
Mass Spectrometry; Tiina J Kauppila1; Risto Kostiainen2; 
Andries P Bruins1; 1University of Groningen, Groningen, 
Netherlands; 2University of Helsinki, Helsinki, Finland 
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University of Twente, Enschede, Netherlands 
ThPL 229 Mass Spectrometric Response and the Electrospray 
Ionization Process; Keqi Tang; Patrick L. Ferguson; Jason 
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ThPL 230 Efficiency of Nanospray Ionization; Bruce A. Thomson1; 
Ayman El-Faramawy1; K. W. Michael Siu2; 1Department 
of Chemistry , York University; and MDS Sciex Inc, 
Toronto, Canada; 2Department of Chemistry, York 
University, Toronto, Canada 
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Investigation of Alkali Metal Ion Cationization from 
the Liquid Phase; James A. Kelley1; Lawrence R. 
Phillips2; Christopher C. Lai1; Tracy L. Wolfe3; Guangyu 
Sun1; Marc C. Nicklaus1; 1Laboratory of Medicinal 
Chemistry, NCI-Frederick, NIH, Frederick, MD; 
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Frederick, MD; 3SAIC-Frederick, Frederick, MD 
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and Molecular Temperature; Yury V Vasil'ev; Valery G 
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State University, Corvallis, OR 
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ThPL 237 Study of Fullerenes and Endohedral Metallofullerenes 
by Negative-Mode ESI Mass Spectrometry: Special 
Features of Mass Spectra Originated from Corona-
Assisted ESI; Viatcheslav I. Kozlovski1; Ilia V. 
Soulimenkov1; Alexandre R. Pikhtelev1; Ivan E. Kareev3; 
Viatcheslav P. Bubnov2; Eduard B. Yagubskii2; Vladimir 
S. Brusov1; Alexandre F. Dodonov1; 1Institute for Energy 
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of Chemical Physics RAS, Chernogolovka, Russian 
Federation; 3Moscow State University, Moscow, Russian 
Federation 
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Milton Furtado; Josee Michon; George Faria; John 
Chapdelaine; Francis Beaudry; MDS Pharma Services, St-
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ThPL 239 Mapping of Potential Gradients Within the 
Electrospray Emitter; Yan Li; Boguslaw P. Posniak; 
Richard B. Cole; University of New Orleans, New Orleans, 
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LC/MS SAMPLE PREPARATION 
ThPM 240 Detection and Identification of an Aldehyde Degradate 
in Photo-stressed Bulk Drug; Henry Y. Wu; Michael 
Wang; Wei Xu; Kimberly Algayer; Merck & Co., West 
Point, PA 
ThPM 241 Exploration of Recovery and Suppression 
Characteristics of Nine Solid Phase Extraction Plates 
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Groton, CT 
ThPM 242 Determination of Cyclosporin A in Skin Tissue After in 
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Chen; Tracy Chang; Erik Kreider; Hongran Fan; Cellgate 
Inc., Sunnyvale, CA 
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Mason1; Lorrie Day1; Eric Yang1; Krishna Kallury2; Rob 
Stubbs2; 1GlaxoSmithKline Pharm, King of Prussia, PA; 
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ThPM 244 Rapid Protein Precipitation and Liquid-Liquid 
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ThPM 245 Identification of the Source for Variable Internal 
Standard Responses During Analysis of 6α-
hydroxypaclitaxel in Human Hepatic Microsomal 
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Weng; Zhenyu Shou; Karen Aschenbrenner; Ian Ridd; 
Covance Laboratories, Madison, WI 
ThPM 246 XLC-MS: Sample Extraction and LC Separation 
Merged into a Single Automated Front-End System; 
Emile. H.M. Koster; Bert. A Ooms; Peter Ringeling; Spark 
Holland, Emmen, The Netherlands 
ThPM 247 Rapid Eicosanoid Analysis from Urine via LC-MS/MS 
using Negative Mode ESI and Immuno-affinity 
Extraction; Gary E Adamson; James A Yergey; Merck & 
Co., Inc., West Point, PA 
ThPM 248 Development and Validation of a High-throughput 
Assay for the Rapamycin Derivative ABT-578 Using 
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Christians; University of Colorado Health Sciences Center, 
Denver, CO 
ThPM 249 Simultaneous Determination of Emtricitabine, 
Zidovudine, and Zidovudine Glucuronide in Human 
Plasma and Urine by LC/MS/MS; Michelle Brosnan-
Cook; Robert W. Hart; Robert L. St. Claire III; Jian Zong; 
Bernhard Lampert; Gilead Sciences, Inc., Durham, NC 
ThPM 250 The Evaluation of a 96-Well SPE Card Extraction 
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Duggan1; Virginia S. Gutierrez1; Phillip Worboys1; Peter J. 
Ellefson2; 1Pharmacia Corporation, Skokie, Illinois; 
2Pharmacia Corporation, Kalamazoo, Michigan 
ThPM 251 Analysis of 8-hydroxy-2'-deoxyguanosine by 
LC/MS/MS; Jacob S. K. Liao2; Qiao Zhan1; James A. 
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Durham, NC; 2Dept. of Environ. Sci. & Eng., UNC, Chapel 
Hill, NC 
ThPM 252 The Validation of an Analytical Procedure for the 
Determination of Tacrolimus (FK506) in Human Skin 
using Liquid/Liquid Extraction and Liquid 
Chromatography with Tandem Mass Spectrometric 
Detection; Julian Potter1; Karen E Cawkill1; Ala Alak2; 
Taiji Sawamoto3; Kenji Tabata3; 1Covance Laboratories 
Ltd., Harrogate, United Kingdom; 2Fujisawa Research 
Institute of America, Inc., Evanston, IL; 3Fujisawa 
Pharmaceutical Company, Ltd., Osaka, Japan 
ThPM 253 Optimization of Paclitaxel Extraction and Analysis in 
Solid Tissues; Robert K. Lantz; Patricia L. Sulik; Linda S. 
Jefferies; Rocky Mountain Instrumental Labortories, Ft. 
Collins, CO 
ThPM 254 A Rapid LC-MS Method for the High Throughput 
Quality Control of Long Oligonucleotides; Kenneth J. 
Fountain; Martin Gilar; Claude R. Mallet; John C. Gebler; 
Waters Corporation, Milford, MA 
ThPM 255 Multi-Dimensional LC-MS Using Continuous Gradient 
Ion Exchange Chromatography Without Off-Line 
Fraction Collection; Jonathan A. Karty; William E. 
Running; Kirk Boraas; James P. Reilly; Indiana University 
Department of Chemistry, Bloomington, IN 
ThPM 256 Applications of LC/MS and Photo Diode Array (PDA) 
Detection to Establish Impurity/Degradation Peak 
Correlations Within a Drug Product Matrix; Jianfeng 
Hong; Syed Hasan; Layla Broadus; Jamie Veltri; Jan Fang; 
Brian Whelihan; Pharmacia Corporation, Skokie, IL 
ThPM 257 Enzymatic Digestion of Tissues for Quantitative 
LC/MS/MS; Chongwoo Yu; Lara D. Penn; John 
Hollembaek; Wenlin Li; Lucinda H. Cohen; Pfizer Global 
Research & Development, Ann Arbor, MI 
ThPM 258 Improved Characterization Tool: Novel Compound 
(RapiGest.TM. SF) Significantly Improves Trypsin 
Digestion of a mAb; Ted Stover; John V. Amari; Istvan 
Mazsaroff; EMD Pharmaceuticals, Lexington, MA 
ThPM 259 Improved Urinary Prostanoid Analysis using On-line 
C-18 Trapping, Followed by HPLC/MS/MS; Hideji 
Fujiwara; Jerry Muhammad; John J. Likos; B. Mason 
Hughes; William D. McGhee; Kevin L. Duffin; Pharmcia 
Company, Chesterfield, MO 
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Liu; Janice Pursley; Yongjun Xue; Steve Unger; Bristol 
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Rod-Outer Segment; Zohra Olumee-Shabon; Kirk Hines; 
Burton J. Litman; Hee-Yong Kim; NIAAA/NIH, Rockville, 
MD 
ThPT 347 An Effective Strategy for Identification of in vivo 
Protein Kinase Substrates Using KESTREL Coupled 
with Multidimensional Phosphopeptide Mapping; Dean 
E. McNulty; Roland S. Annan; GlaxoSmithKline 
Pharmaceuticals, King of Prussia, PA 
ThPT 348 Naturally Phosphorylated Proteins in the 
Photosynthetic Membranes of Arabidopsis thaliana 
Identified by Electrospray Ionization Mass 
Spectrometry; Maria Hansson; Alexander V. Vener; 
Linkoping University, Linkoping, Sweden 
ThPT 349 Locating Substrate and Inhibitor Binding Sites on the 
Cgmp Dependent Protein Kinase using Photoaffinity 
Labeling And Mass Spectrometry; Martijn W.H. 
Pinkse1; Arjen Scholten2; Dirk T.S. Rijkers1; Claudia S. 
Maier3; Wolfgang R.G. Dostmann2; Albert J.R. Heck1; 
1Utrecht University, Utrecht, The Netherlands; 2University 
of Vermont, Burlington, United States of America; 
3University of Vermont, Burlington, VT 
ThPT 350 Identification of Bacterial Phosphoproteins by 
Immobilized Metal Affinity Chromatography and 
NanoLC-MS/MS; Sebastien Voisin; David Watson; 
Martin Young; Wen Ding; Luc Tessier; John Kelly; 
Institute for Biological Sciences, National Research 
Council, Ottawa, Canada 
ThPT 351 Comparative Phosphorylation Site Mapping using N-
terminal Isotope_encoded Tagging (NIT); Francesca 
Zappacosta; Roland S. Annan; GlaxoSmithkline, King of 
Prussia, PA 
ThPT 352 Exploring the Arabidopsis thaliana Plasma Membrane 
Phosphoproteome; Adrian D. Hegeman; Clark J. Nelson; 
Amy C. Harms; Michael R. Sussman; Biotechnology 
Center/ University of Wisconsin, Madison, WI 
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ThPT 353 Detection of Phosphorylated Peptides from Data-
Dependent MS3 Neutral-Loss Scans using a Linear Ion 
Trap Mass Spectrometer; Amy M. Zumwalt; Gargi 
Choudhary; Diane Cho; Eric Hemenway; Jim Shofstahl; 
Iain Mylchreest; Thermo Finnigan, San Jose, CA 
ThPT 354 Identification and Characterization of Phosphorylated 
Proteins in the Human Pituitary; Francesco Giorgianni; 
Sarka Beranova-Giorgianni; Dominic M. Desiderio; 
University of Tennessee Health Science Center, Memphis, 
TN 
ThPT 355 Simultaneous Phosphopeptide Mapping by 
Phosphospecific Ion Monitoring and LC/MS/MS 
Sequencing; Greg Waitt1; Jon Williams1; Craig Wagner1; 
1GlaxoSmithKline, Research Triangle Park, NC; 
2GlaxoSmithKline, Research Triangle Part, NC 
ThPT 356 Molecular Weight Determination, Partial De Novo 
Sequencing and Identification of Endogenous 
Phosphorylation Sites of Bovine Neurofilament Protein 
Subunits; Sarah Trimpin1; Martha Degen1; April E. 
Mixon1; Moo-Young Kim1; Peter S. Spencer2; Max L. 
Deinzer1; 1CROET, Oregon Health & Science University, 
Portland, OR; 2Department of Chemistry, Oregon State 
University, Corvallis, OR 
ThPT 357 Identification of Novel Phosphorylation Sites on 
Tristetraprolin (TTP) imparted by MAP Kinase-
Activated Protein Kinase 2 (MK2) and the Implications 
for the TNF-α Induced Inflammatory Response; 
Melanie J Schroeder; Carol A Chrestensen; Mark T 
Worthington; Jeffrey Shabanowitz; Thomas W Sturgill; 
Donald F Hunt; University of Virginia, Charlottesville, VA 
ThPT 358 Phosphoproteome Analysis of U937 Differentiated Cell 
Extracts; Alexandra M Fürtös-Matei; Manon Ouimet; 
Sylvie Laboissiere; Eustache Paramithiotis; Pierre 
Thibault; Caprion Pharmaceuticals, Montreal, Canada 
ThPT 359 In vivo Identification of the Rad53p Phosphorylation 
Sites using Nano-HPLC Micro-ESI Mass Spectrometry; 
F. Yang1; F. Sweeney2; A. Chi1; D. Durocher2; J. 
Shabanowitz1; D.F. Hunt3; 1Department of Chemsitry, 
University of Virginia, Charlottesville, VA; 2Samuel 
Lunenfeld Research Institute, Toronto, Canada; 
3Department of Chemistry and Pathology, University of 
Virginia, Charlottesville, VA 
ThPT 360 Identification of Sml1 in vitro Phosphorylation Sites by 
ESI-FTICR-MS; Tomoaki Uchiki1; Chris Dealwis2; 
Robert L Hettich3; 1Genome Science and Technology 
Graduate School, University of Tennessee, Knoxville, TN; 
2Biochemistry, Cellular and Molecular Biology 
Department, University of Tennessee, Knoxville, TN; 
3Chemical Science Division, Oak Ridge National 
Laboratory, Oak Ridge, TN 
ThPT 361 2D-LC for Selective Extraction of Phosphopeptides 
using Titania Precolumn; Kenichi Suzuki1; Ikuma 
Kuroda2; Masahiro Furuno2; Hiroshi Nakamura3; 1GL 
Sciences Inc., Shinjuku, Japan; 2GL Sciences Inc., Iruma, 
Japan; 3Faculty of Pharmaceutical Sciences, Science 
University of Tokyo, Shinjuku, Japan 
ThPT 362 Electrospray Ionization Mass Spectrometry (ESI MS) 
of Isotopically and Chemically Labelled Proteins 
Produced in Insect Cells; Cinzia Cristiani1; Sandrine 
Thieffine1; Silvia Messali1; Beatrice Saccardo1; Arndt 
Schnuchel2; Luisa Rusconi1; 1Pharmacia Italia SpA, 
Biology Dept, Nerviano, Italy; 2Pharmacia Italia SpA, 
Chemistry Dept, Nerviano, Italy 
ThPT 363 Identification and Functional Characterization of 
Phosphorylation Sites in the Upstream Binding Factor; 
Mark D. Platt1; C. Huie Lin2; Scott B. Ficarro3; Mark H. 
Hoofnagle2; Lucio Comai4; Jeffrey Shabanowitz1; Gary K. 
Owens2; Donald F. Hunt1; 1UVA Department of Chemistry, 
Charlottesville, Virginia; 2UVA Department of Molecular 
Physiology & Biological Physics, Charlottesville, Virginia; 
3Genomics Institute of the Novartis Research Foundation, 
San Diego, California; 4USC Department of Molecular 
Microbiology and Immunology, Los Angeles, California 
ThPT 364 Selective Detection and Sequencing of Phosphotyrosine 
Peptides by Nanobore LC-ESMS Using a Quadrupole-
TOF MS; Michael J. Huddleston; Roland S. Annan; 
GlaxoSmithKline, King of Prussia, PA 
ThPT 365 Phosphoproteomics of Human Thrombin-Stimulated 
Platelets; Katrin Marcus; Jan Moebius; Helmut E. Meyer; 
Medical Proteom-Center, Ruhr University of Bochum, 
Bochum, Germany 
ThPT 366 A Mechanistic Study of APC Phosphorylation during 
the G2 to Mitotic Transition using Mass Spectrometry; 
Judith Jebanathirajah; Sean Beausoleil; Ann Georgi; 
Ruihua Fang; Steven Gygi; Marc Kirschner; Harvard 
Medical School, Boston, MA 
ThPT 367 Using "Ion Mapping" Technology to Identify 
Phosphorylation Sites; Andrew West; Sarah, J Murray; 
Alastair, D Reith; Klaus Schneider; Dimitris Anastasiou; 
GlaxoSmithKline Pharmaceuticals, Harlow, U.K. 
ThPT 368 Analysis of the Arabidopsis Thaliana Phosphoproteome 
by Mass Spectrometry; Camille N Strachan1; Stanley 
Stevens2; Laszlo Prokai2; James Winefordner1; Nancy 
Denslow3; Alice Harmon4; 1Department of Chemistry, 
University of Florida, Gainesville, FL; 2Department of 
Medicinal Chemistry, University of Florida, Gainesville, 
FL; 3Department of Biochem. and Molecular Biology, 
University of Florida, Gainesville, FL; 4Department of 
Botany, University of Florida, Gainesville, FL 
ThPT 369 Phosphorylation Site Identification of Bovine Alpha 
Crystallin A Chain Using Top Down and Bottom 
Up Sequencing; Jason M. Hogan; Sharon J. Pitteri; Ethan 
R. Badman; Scott A. McLuckey; Purdue University, West 
Lafayette, IN 
ThPT 370 Identification of Phosphorylation Sites in Troponins 
using MALDI TOF Mass Spectrometry; Xiaofeng 
Yang1; Tomoyoshi Kobayashi2; Huaping Wu1; R. John 
Solaro2; Richard B. van Breemen1; 1University of Illinois 
College of Pharmacy, Chicago, IL; 2Dept. of Medicinal 
Chemistry, Univ. of Illinois at Chicago, Chicago, IL; 
3University of Illinois College of Medicine, Chicago, IL; 
4Dept. of Physiology and Biophysics, Univ. of Illinois at 
Chicago, Chicago, IL 
PROTEINS: FOLDING 
ThPU 371 Hydrogen/Deuterium Exchange and MALDI-MS 
Analysis of Solvent Accessibility Related to the 
Formation of Amyloid Fibrils in HET-s Prion Protein; 
Alexis Nazabal1; Suzana Dos Reis2; Marc Bonneu3; Sven.J 
Saupe2; Jean-Marie Schmitter1; 1European Institute of 
Chemistry and Biology, Pessac, France; 2Institut de 
Biochimie et de Génétique Cellulaire, UMR 5095 CNRS, 
Bordeaux, France; 3Laboratoire de Génomique 
Fonctionnelle, UBII, Bordeaux, France 
ThPU 372 Investigations into beta2-Microglobulin Folding 
Conformations and Associated Fibril Formation using 
Electrospray Ionisation Charge State Distribution 
Analysis and MS/MS Analysis of Proteolytic Digestion 
Products; Alison E Ashcroft; Antoni J H Borysic; Sarah L 
Myers; Sheena E Radford; University of Leeds, Leeds, UK 
ThPU 373 Probing the Structure of Actin Subunits of F-Actins in 
Solution by Hydroxyl Radicals and Mass Spectrometry; 
Jing-Qu Guan; Steve C Almo; Mark R Chance; Albert 
Einstein College of Medicine, Bronx, NY 
ThPU 374 Optimization of Conditions for Monitoring 
Hydrogen/Deuterium Exchange in Proteins by MALDI-
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TOF-MS; Xue Li; Rhonda Husain; J. Throck Watson; 
Michigan State University, East Lansing, MI 
ThPU 375 Photochemical Protein Surface Mapping as an 
Indicator of Computational Structure Model Accuracy; 
Joshua S. Sharp1; Juntao Guo1; Vibha Gupta4; Tomoaki 
Uchiki1; Kyle Ellrott1; Jeffrey M. Becker1; Dong Xu3; Ying 
Xu3; Chris Dealwis1; Robert L. Hettich2; 1School of 
Genome Science and Technology, University of Tennessee, 
Knoxville, TN; 2Chemical Sciences Division, Oak Ridge 
National Laboratory, Oak Ridge, TN; 3Computational 
Biology Group, Oak Ridge National Laboratory, Oak 
Ridge, TN; 4BCMB Department, University of Tennessee, 
Knoxville, Knoxville, TN 
ThPU 376 Use of Different Proteases Working in Acidic 
Conditions to Improve Sequence Coverage and 
Resolution in H/D Exchange of Large Proteins; Laetitia 
Cravello; David Lascoux; Otto Dideberg; Eric Forest; 
Institut de Biologie Structurale, Grenoble, France 
ThPU 377 Kinetic Refolding of Alpha-Tryptophan Synthase 
Studied by Hydrogen Exchange/Mass Spectrometry; 
Patrick L. Wintrode1; Ramakrishna Vadrevu2; C. Robert 
Matthews2; David L. Smith1; 1Department of Chemistry, 
University of Nebraska, Lincoln, NE; 2Dept. of Chemistry 
& Molecular Pharmacology, U. Mass. Medical School, 
Worcester, MA 
ThPU 378 Probing Heat Shock Proteins Conformational Change 
upon Mild Heat Treatment using H/D Exchange and 
Mass Spectrometry; Melissa L DeFilippo; Nigel P Ewing; 
Kerrie Morin; Zhifang S Jiang; Gregg Chenail; Stephen 
Monks; Ramesh Kashi; Chuanliang Liu; James Zabrecky; 
Antigenics, Inc, Woburn, MA 
ThPU 379 Covalent Alkyl Hydrogen/Deuterium Exchange-
Tandem Mass Spectrometry for Protein Structural 
Analysis; Jennifer F. Nemeth-Cawley1; Benlian Wang2; 
Stephen J. Coales1; Vernon E. Anderson2; Patrick R. 
Griffin1; 1ExSAR, Monmouth Junction, NJ; 2Case Western 
Reserve University, Cleveland, OH 
ThPU 380 Structural Changes During Arrestin2 Activation 
Probed with Hydrogen Exchange and Mass 
Spectrometry; Jennifer M. Carter1; Eric R. Prossnitz2; 
Vselovod V. Gurevich3; John R. Engen1; 1Department of 
Chemistry, University of New Mexico, Albuquerque, NM; 
2Department of Cell Biology and Physiology, University of 
New Mexico, Albuquerque, NM; 3Department of 
Pharmacology, Vanderbilt University Medical Center, 
Nashville, TN 
ThPU 381 Characterization of Amyloid Fibrils formed by the PI3-
SH3 Domain; Gemma L Caddy; Natalia Carulla; Jesus 
Zurdo; Christopher M Dobson; Carol V Robinson; 
University of Cambridge, Cambridge, UK 
ThPU 382 Probing Protein Folding by Mass Spectrometric 
Hydrogen/Deuterium Exchange Measurements; 
Navindra J. Ramjit; Elizabeth M. Meiering; Terry B. 
McMahon; University of Waterloo, Waterloo, Canada 
ThPU 383 The Effects of Signal Sequence on the Unfolding of 
DHFR by Hydrogen Exchange Mass Spectrometry (HX 
MS); Suma Kaveti; Yan Wu; John R. Engen; Department 
of Chemistry, University of New Mexico, Albuquerque, NM 
PROTEOMICS: BIOCHEMISTRY 
ThPV1 384 Metallo-peptides, a CautionaryTale!; David J Evason; 
Steve P Thompson; Alexis J Polley; Victor C Parr; 
Scientific Analysis Instruments Ltd., Manchester, United 
Kingdom 
ThPV1 385 Determination of Potential Protein Binding Targets of 
Histatin 5 in Saccharomyces cerevisiae; Sibylle M. 
Heidelberger; Gilles A. Lajoie; University of Western 
Ontario, London, Canada 
ThPV1 386 Molecular Characterization of Protein Sumoylation 
using Nano-HPLC/MS/MS; Yue Chen; Sung Won Kwon; 
Anthony Anselmo; Michael White; Yingming Zhao; UT 
Southwestern Medical Center at Dallas, Dallas, TX 
ThPV1 387 Molecular Structure of Tissue Transglutaminase-
Gliadin Peptide Complexes Elucidated by MALDI-
TOF-MS, NanoESI-MS/MS and LC-MS; Burkhard 
Fleckenstein1; Shuo-Wang Qiao2; Ludvig M Sollid2; Peter 
Højrup1; Peter Roepstorff2; 1Dep. of Biochemistry and 
Mol.Biol., University of Southern Denmark, Odense, 
Denmark; 2Institute of Immunology, The National 
University Hospital, Oslo, Norway 
ThPV1 388 Proteomic Investigation of Biomineralization in 
Mussels; Jing Huang; Hailong Zhang; Vernon Reinhold; 
University of New Hampshire, Durham, NH 
ThPV1 389 Enzyme Kinetics: The Use of Mass Spectroscopy as a 
New Tool in Determining the Nature of Transient 
Species in the Catalytic Mechanism of Enzymes; 
Cristina M Furdui; Karen S Anderson; Yale University, 
School of Medicine, New Haven CT 
ThPV1 390 Evaluation of an Automated Multi-dimensional LC-MS 
System for Peptide Separations using S. cerevisiae as a 
Model System; Dawn M. Maynard; Junichi Masuda; 
Jeffrey A. Kowalak; Sanford P. Markey; National Institute 
of Mental Health (NIMH/NIH), Bethesda, MD 
ThPV1 391 Probing the Protein Partners in Huntington's Disease; 
Dyna I. Shirasaki1; Joseph A. Loo1; Allan J. Tobin2; 
1University of California-Los Angeles, Dept of Chemistry 
& Biochemistry, Los Angeles, CA; 2University of 
California-Los Angeles, Brain Research Institute, Los 
Angeles, CA 
ThPV1 392 Global Analysis of Shewanella oneidensis Strain MR-1 
Proteome using Accurate Mass Tags; Mary S. Lipton; 
Dwayne A. Elias; Ljiljana Pasa-Tolic; Gordon A. 
Anderson; Kim K. Hixson; Ron Moore; Margie F. Romine; 
Yuri A. Gorby; Richard D. Smith; Pacific Northwest 
National Laboratory, Richland, WA 
ThPV1 393 Characterization of the AhR Complex in Malignant 
Tumor Cells by Mass Spectrometry; Biplab K. Das; 
Donghui Liu; Devid H. Sherr; Catherine E. Castello; 
Boston University, Boston, MA 
ThPV1 394 Identification of 3-Isopropylmalate as a Novel 
Substrate for the Yeast trans-Aconitate 
Methyltransferase (TMT1) Gene Product: 
Implicationsfor a Common Repair Pathway in 
Methylene Addition Biochemistry; Jonathan E. Katz; 
Darren S. Dumlao; Jacob I. Wasserman; Michael E. Jung; 
Kym F. Faull; Steven G. Clarke; University of California, 
Los Angeles, Los Angeles, CA 
ThPV1 395 Proteomics Analysis of Human Cerebrospinal Fluid: 
An Evalustion of the Between-gel Reproducibility of 
Two-dimensional Gel Electrophoresis; Doris E. Terry; 
Dominic M. Desiderio; University of Tennessee, Memphis, 
TN 
ThPV1 396 Protein Expression in Marine Synechococcus; 
Konstantinos Thalassinos; Jim Scrivens; Martha Clokie; 
Nick Mann; Sue Slade; Wendy Foxall; University of 
Warwick, Coventry, UK 
ThPV1 397 De Novo Protein Sequencing of Heat Resistant Proteins 
Found in Sacred Lotus; Kerry M. Wooding1; Heidi 
Zhang1; Paul C. Goodley3; Joseph A. Loo1; Jane Shen-
Miller2; 1University of California-Los Angeles, Dept. of 
Chem. and Biochem., Los Angeles, CA; 2University of 
California-Los Angeles, Dept. of Organismic Biol., Los 
Angeles, CA; 3Agilent Technologies, Palo Alto, CA 
ThPV1 398 Protein Complexes in Organelles of Arabidopsis 
Thaliana and Other, Non-sequenced, Higher Plants; 
Jean-Benoit Peltier; Yang Cai; Giulia Friso; Andrea 
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Rudella; Lisa Giacomelli; Jimmy Ytterberg; Klaas J van 
Wijk; Department of Plant Biology, Cornell University, 
Ithaca, New York 
ThPV1 399 Novel Methylation Sites in Histone H2B; Xinzhao Jiang; 
Kangling Zhang; Yinsheng Wang; University of 
California, Department of Chemistry, Riverside, CA 
ThPV1 400 Charting the Proteome of Tetrahymena Thermophila via 
2-dimensional electrophoresis, MALDI TOF MS and 
MS/MS, as well as ESI TOF MS/MS; Jeffrey C Smith; 
Kalkidan Belay; Scott Beeser; Alex Keuroghlian; Ronald E 
Pearlman; K. W. Michael Siu; Centre for Research in Mass 
Spectrometry, York University, Toronto, Canada 
ThPV1 401 A Novel SEC-MS Method for the Study of Proteins and 
Their Interactions; Himanshu S. Gadgil; Da Ren; Paul 
Rainville; Jeff R. Mazzeo; Reb J. Russell II; Waters 
Corporation, Milford, MA 
ThPV1 402 Comprehensive Analysis of the THP-1 Lipid Raft 
Proteome with SDS-aided in-solution Digestion and 
Off-line HPLC MALDI MS/MS Sequencing; Nan Li1; 
Nan Zhang1; Allan Mak2; Andrew R. Shaw2; Liang Li1; 
1Department of Chemistry, University of Alberta, 
Edmonton, Alberta, Canada; 2Department of Oncology, 
Cross Cancer Institute, University of Alberta, Edmonton, 
Alberta, Canada 
PROTEOMICS: CANCER BIOMARKERS 
ThPV2 403 Identification of Differentially Expressed Proteins in 
Hepatocellular Carcinoma Developed in Patients with 
Chronic Viral Hepatitis C; Jean-Marie Schmitter1; Marc 
Bonneu2; Jean-Frédéric Blanc3; Antoine De Daruvar2; 
Katell Bathany1; Géraldine Gourgues2; C Lalanne3; P 
Bioulac-Sage3; Charles Balabaud3; Christophe Plomion4; 
Jean Rosenbaum3; 1European Institute for Chemistry and 
Biology, Pessac, France; 2IBGC CNRS UMR 5095 
Université Bordeaux 2, Bordeaux, France; 3GREF 
INSERM EMI 9917Université Bordeaux 2, Bordeaux, 
France; 4INRA, Pierroton, France 
ThPV2 404 Cancer Angiomics: Mapping Accessible Vascular 
Proteins for Molecular Imaging & Targeted Therapy of 
Solid Tumors; Phil Oh; Jacqueline Testa; Jan Schnitzer; 
Sidney Kimmel Cancer Center, San Diego, CA 
ThPV2 405 Hepatocellular Carcinoma: Identification of 
Differentially Expressed Proteins Using Proteomic 
Approach; Chen Li1; Shi-Jian Ding1; Hu Zhou1; Ye-Xiong 
Tan2; Qi-Chang Xia1; Hong-Yang Wang2; Rong Zeng1; 
1Shanghai Institutes for Biological Sciences, Shanghai, 
China; 2Eastern Hepatobiliary Surgery Institute, Shanghai, 
China 
ThPV2 406 Expression Analysis of Secreted Proteins and the 
Presence or Absence of Metastatic Behavior in Human 
MDA-MB-435 Cell Lines by a Mass Mapping 
Technique; Paweena Kreunin1; Steve Goodison2; David M 
Lubman1; 1University of Michigan-Ann Arbor, Ann Arbor, 
MI; 2University of California-San Diego, La Jolla, CA 
ThPV2 407 Differential Expression of Histone Post-translational 
Modifications in Tumors Determined by High-pressure 
Liquid Chromatography and Mass Spectrometry; 
Michael A. Freitas1; Liwen Zhang1; Nanette Kleinholz1; 
Kari B. Green-Church1; Mark R. Parthun1; Samson 
Jacobs1; Yvonne P Dragan2; 1The Ohio State University, 
Columbus, OH; 2Food and Drug Administration, Jefferson, 
AR 
ThPV2 408 Proteome Analysis Based on Large-Scale Analysis of 
MHC Peptides; Eilon Barnea1; Ilan Beer2; Lior Dassau1; 
Hava Segal1; Rivka Sharon1; Tamar Ziv1; Arie Admon1; 
1Technion - Israel Institute of Technology, Haifa, Israel; 
2IBM Research Laboratory, Haifa, Israel 
ThPV2 409 Comparative Two-dimensional Gel Electrophoresis and 
2-Dimensional Nanoliquid Chromatography Coupled 
On-Line with Mass Spectrometry for Comparative 
Studies of Nuclear Protein Extracts from a Max 
Induced Ecr 293 Cell Line: Protein Identification and 
Evaluation of Expression Level; Geneviève Dufresne-
Martin1; Jean-François Naud2; Pierre Lavigne1; Benoit 
Chabot2; Klaus Klarskov1; 1Dep. Pharmacology, Fac. of 
Medicine, University of Sherbrooke, Sherbrooke, Quebec, 
Canada; 2Dep. Microbiol. and Infections, Fac. of Med., 
Univ. of Sherbrooke, Sherbrooke, Quebec, Canada 
ThPV2 410 Plasma Protein Profiling with Offline Parallel 
Separations and MALDI MS; John M. Koomen1; Lichen 
Nancy Shih2; Isaiah J. Fidler2; Lianchun Xiao3; Kevin R. 
Coombes3; Donghui Li4; James L. Abbruzzese4; Ryuji 
Kobayashi1; 1Molecular Pathology University of Texas MD 
Anderson Cancer Center, Houston, TX; 2University of 
Texas MD Anderson Cancer Center, Houston, TX; 3Cancer 
Biology University of Texas MD Anderson Cancer Center, 
Houston, TX; 4Biostatistics University of Texas MD 
Anderson Cancer Center, Houston, TX 
ThPV2 411 Identification of Differentially Expressed Proteins in 
Gastric Adenocarcinoma, from Samples Obtained by 
Laser Capture Microdissection; Uros Rajcevic1; Maja 
Matis1; Jeffrey R. Lee1; Radovan Komel2; Jasna Peter-
Katalinic3; 1IMMAG, Medical College of Georgia, 
Augusta, GA; 2Institute of Biochemistry, Faculty of 
Medicine, Ljubljana, Slovenia; 3Institute of Medical 
Physics and Biophysics, University of Muenster, Muenster, 
Germany 
ThPV2 412 Using Ion Mobility/Time-of-Flight Mass Spectrometry 
for Comparative Proteomics; Gary Lavine; Steve 
Valentine; Tom Londo; Stephen Naylor; Beyond 
Genomics, Waltham, MA 
ThPV2 413 Proteomic Approach to Elucidate the Role of the 
Growth Factor Progranulin in Cancer Development; 
Leonid Kriazhev1; Marcos DiFalco1; Andrew Bateman2; 
1Genome Quebec, Montreal, Canada; 2McGill University, 
Montreal, Canada 
ThPV2 414 Development of a High Throughput Screening Strategy 
for Identifying Disease Markers using 1D SDS-PAGE 
and MALDI TOFTOF Mass Spectrometry; Katherine E 
Williams; Robert J Chalkley; Kirk C Hansen; Lan Huang; 
A. L. Burlingame; Maria G. Pallavicini; University of 
California San Francisco, San Francisco, CA 
ThPV2 415 Proteomic Analysis of Human Body Fluids by LC-
MS/MS; Mads Gronborg; Troels Z.G. Kristiansen; Henrik 
Molina; Dario Kalume; Akhilesh Pandey; Johns Hopkins 
University, Baltimore, MD 
ThPV2 416 A Proteomics Profile of ATRA in the Treatment of 
Acute Promyelocytic Leukemia; Michael N Harris1; 
Bulent Ozpolat2; Fadi Abdi3; Kwasi Mawuenyega1; Xian 
Chen1; 1Los Alamos National Laboratory, Los Alamos, 
NM; 2The University of Texas-Houston M.D. Anderson 
Cancer Center, Houston, TX; 3Applied Biosystems, Foster 
City, CA 
ThPV2 417 Identification of New Differentially Expressed Stomach 
Cancer Markers from Silverstained 2D Gels; Stephanie 
Lamer1; Marie-Laure Fogeron1; Tatiana Ilyina1; Matthias 
Pross2; Matthias Ebert2; Christoph Röcken2; 
1Europroteome AG, Hennigsdorf/Berlin, Germany; 
2University Magdeburg, Medical Faculty,Magdeburg, 
Germany 
ThPV2 418 Comprehensive vs. Targeted Proteomics Approaches 
for the Identification of Differentially Expressed 
Plasma Membrane Proteins from Lung and Colon 
Cancer Tissues; Pierre Thibault; Alain Carrier; Daniel 
Chelsky; Michel Dominguez; Navdeep Jaitly; Paul 
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Kearney; Sylvie Kieffer-Jaquinod; Les Kondejewski; Joel 
Lanoix; Joachim Ostermann; Sylvie Plante; John Tsang; 
Caprion Pharmaceuticals, Montreal, Quebec, Canada 
ThPV2 419 A Novel Functional Proteomics Approach for the 
Identification and Validation of New Drug Targets; 
Claudia Torella; Xerion Pharmaceuticals AG, Martinsried, 
Germany 
ThPV2 420 Combining Laser Capture Microdissection with 
MALDI MS for Disease Profiling; Baogang J Xu1; 
Robert J Coffey1; Robert H Whitehead1; Richard M 
Caprioli1; 1Vanderbilt University, Nashville, TN; 
2University of Texas, Houston, TX 
PROTEOMICS: FUNDAMENTAL  OTHER/NEW 
ThPV3 421 Identification of Active-Site Cysteines in Vitamin K-
Dependent-Glutamyl Carboxylase by Chemical 
Modification, Select Proteolysis, and MS/MS Analysis; 
Jian_Ke Tie1; Kevin L. Carrick3; Vasantha P. 
Mutucumarana1; Pen-Jen Lin1; Colleen Scott2; Craig S. 
Wilcox2; Marshall Pope3; Darrel W. Stafford1; 1Univ. of 
North Carolina, Dept. of Biology, Chapel Hill, NC; 2Univ. 
of Pittsburgh, Dept. of Chemistry, Pittsburgh, PA; 3Univ. 
of North Carolina, Dept. of Biochemistry and Biophysics, 
Chapel Hill, NC 
ThPV3 422 Subproteomics: Identification of Single Cell Proteins 
from Arabidopsis Thaliana Trichomes using 1-D Nano 
LC-MS/MS; Stefanie Wienkoop; Mirko Glinski; Wolfram 
weckwerth; Max-Planck-Institute of Molecular Plant 
Physiology, Potsdam, Germany 
ThPV3 423 Identification of Expressed Surface Proteins of 
Geobacter sulfurreducens Grown in the Presence of 
Fumarate and Fe(III) Citrate; Kim K Hixson1; Derek R 
Lovley2; Susan E Childers2; Kenneth J Auberry1; Harold R 
Udseth1; Mary S Lipton1; Richard D Smith1; 1Pacific 
Northwest National Laboratory, Richland, WA; 2University 
of Massachusetts, Amherst, MA 
ThPV3 424 NanoLC-ESI MS Analysis of Brain Protein and Peptide 
Degradation: a Post-Mortem Time-course Study; Karl 
Skold1; Marcus Svensson1; Mathias Norrman1; Per 
Svenningsson2; Per Andren1; 1Uppsala University, 
Uppsala, Sweden; 2Karolinska Institute, Stockholm, 
Sweden 
ThPV3 425 Factors that Contribute to the Complexity of Protein 
Digests; Katalin F. Medzihradszky; Department of 
Pharmaceutical Chemistry, UCSF, San Francisco, CA 
ThPV3 426 Post-translational Modification Determination using 
ESI-FTMS with Electron Capture Dissociation; Jason L. 
Pittman; Vera Ivleva; Catherine E. Costello; Peter B. 
O'Connor; BUSM Mass Spectrometry Resource, Boston, 
MA 
ThPV3 427 ″Top-down″ Strategies for Complex Protein Mixtures 
via Online LC and Nanoflow LC-IMS/CID or High 
Field/TOF; Rena A. Sowell1; Stormy L. Koeniger1; Sunnie 
Myung1; Stephen J. Valentine2; David E. Clemmer1; 
1Indiana University, Bloomington, IN; 2Beyond Genomics, 
Waltham, MA 
ThPV3 428 Using the Yeast Proteome to Characterize Linear Ion 
Trap Performance; Rameh Hafezi1; Ashok Dongre1; 
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